
Supplementary Figure 8. Predictive performance of MirGeneDB-annotated miRNAs.
Distribution of R² values for MirGeneDB-annotated and other miRNAs. The dashed line indicates
the threshold used to define highly predictable miRNAs (R² = 0.5), and white hollow points mark
group means.  MirGeneDB-annotated miRNAs are enriched above this  threshold (Fisher’s exact
test, p < 0.01).


