	
	features
	description
	reference

	pJC428
	pGAL1-M/GFP-URA3
	MFA2/GFP -reporter
	 Sweet, 2012

	pTIR1
	GPD1pr-OsTIR1-cgLEU2
	OsTir1 expression
	Shetty, 2019

	pScAID2
	3xV5-IAA7-KanMX6
	AID tagging vector
	Shetty, 2019

	pJR106
	pFA6a-TID-HA3-KanMX6
	Turbo ID (TID) tagging
	Pfannenstein, 2024

	pJR160
	pRS415- DEF1pr-MCP-FLAG3-DEF1 UTR
	Free MCP expressed from the DEF1 promoter
	Akinniyi, 2025

	pJR161
	pRS415-DEF1-MCP-FLAG3
	DEF1-MCP 
	Akinniyi, 2025

	pJR163
	pRS415-DEF1 (1-380)-MCP-FLAG3
	DEF1-MCP aa 1-380
	This study

	pJR166
	pRS415-DEF1 (Cuemut1)-MCP-FLAG3
	DEF1-MCP cue1 mutant
	This study

	pJR167
	pRS415-DEF1 (Cuemut1,2)-MCP-FLAG3
	DEF1-MCP cue1,2 mutant
	This study

	pML104
	CRISPR-Cas9 URA3
	sgRNA expression and Cas9
	Laughery, 2015

	pJR168
	pML104 -DEF1 sgRNA 71
TTCTGTAAGCGTATCTATTTTGG 
	Gene editing of DEF1
	This study

	pJR169
	pBS-KS Def1 CUE1,2
	Repair plasmid for gene editing
	This study

	pJR170
	pGPD1pr-HIS3 (0% OPT)-URA3
	Codon optimality reporter
	This study

	pJR171
	pGPD1pr-HIS3 (30% OPT)-URA3
	Codon optimality reporter
	This study

	pJR172
	pGPD1pr-HIS3 (50% OPT)-URA3
	Codon optimality reporter
	This study

	pJR173
	pGPD1pr-HIS3 (100% OPT)-URA3
	Codon optimality reporter
	This study


Supplemental Table 2: plasmids 
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