Supplemental Table 1. Yeast strains 

	BY4741
	MAT a his3Δ1; leu2Δ0; met15Δ0; ura3Δ0
	

	BY4742
	MAT alpha his3∆1; leu2∆0; lys2∆0; ura3∆0
	

	W303
	MAT alpha, RAD5+, ade2-11; his3-11,15; leu2-3,112; ura3-1; trp1-1; can1-100  
	Zhao,X. 2002

	JR1178
	BY4741, dhh1∆::KanMX
	 Jiang, 2019

	JR1189
	BY4741, not4::KanMX
	Jiang, 2019

	JR1873 
	BY4741, not4∆ring
	Jiang, 2019

	JR2204
	W303, def1∆::KanMx
	This study

	JR2161
	W303, not4∆ring
	This study

	JR2185
	W303, osTIR1-myc::LEU2
	This study

	JR2188
	W303, osTIR1-myc::LEU2; NOT4-AID-V5::KanMX
	This study

	JR2189
	W303, osTIR1-myc::LEU2; NOT1-AID-V5::KanMX
	This study

	JR2197
	W303, def1(F33A,P34A) CUE1 mut

	This study

	JR2199
	W303, def1 (F33A,P34A,I54A,I55A) CUE1,CUE2 mut

	This study

	JR1951
	BY4742, CHA1p-TID-3HA:: KanMX
	Pfannenstein,2024

	JR2200
	BY4742, DEF1 (1-738)-TID-3HA:: KanMX
	This study

	JR2201
	BY4742, DEF1 (1-530)-TID-3:: KanMX
	This study

	JR2202
	BY4742, DEF1 (1-500)-TID-HA3:: KanMX
	This study

	JR2203
	BY4742, DEF1 (1-380) -TID-HA3:: KanMX
	This study

	JR2204
	W303, def1∆::KanMx
	This study

	JR2218
	BY4742, DEF1 (1-738)-GFP:: KanMX
	This study

	JR2220
	BY4742, DEF1 (1-500)-GFP:: KanMX
	This study

	JR2221
	BY4742, DEF1 (1-380)-GFP:: KanMX
	This study

	JR2894
	BY4742, RPB1-GFP:: KanMX
	This study

	JR2227
	MATa eS7aΔ::HIS3MX6 eS7bΔ::natNT2 p415-eS7A-HA
ade2 his3 leu2 trp1 ura3 can1
	Buschauer, 2020

	JR2228
	MATa eS7aΔ::HIS3MX6 eS7bΔ::natNT2 p415-eS7A (KRmut)-HA
ade2 his3 leu2 trp1 ura3 can1 
	Buschauer,2020
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