
Sample Sequence Modifications Protein Description log(e) log(I) m+h z Retention

PAP ALPDAVTIIEPKEEEPILAPSVK K212+GlyGly; sp|P05750|RS3_YEAST Ribosomal protein in the small subunit -2.5 5.6 2573.41 3 42.46

IKNPITDHLPTKCR K164+GlyGly; K174+GlyGly sp|Q06287|NEP1_YEAST Methyltransferase for rRNA -2.4 5.69 1921.01 2 20.11

KDMVTMSSR K322+GlyGly sp|P23542|AATC_YEAST Aspartate aminotransferase -2.4 5.62 1184.54 2 15.15

PAPx VPEAKKVELDAE K170+GlyGly; K171+GlyGly sp|P39015|STM1_YEAST Suppressor of ToM1 -2.1 6 1555.8 2 19.58

GGKPVVQVEYKGETKTFTP K98+GlyGly; K106+GlyGly sp|P22202|HSP74_YEAST Stress-Seventy subfamily A -2.6 6.63 2293.18 3 27.91

EV No ubqiuitinated peptides identified

Supplemental Table 1. Ubiquitinated peptides identified with ribosomes from PAP, PAPx and EV expressing cells by mass spectrometry (LC-MS/MS).


