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>human        agcaggttca-gaaggctcagatgccactcaccagacagcagggtcgactgctagtgaccttgagcccagtcc-ggaca-----gacagacaggcagacagacgcacggacaagcagatg
>orangutan    agcaggttca-gagggctcagatgccactcaccagacagcagggtcgactgctagtgaccttgagcccagtcctggaca-----gacagacggacagacagacgcacgaacaagcagatg
>gorilla      agcaggttca-gagggctcagatgccactcaccagacagcagggtcgactgctagtgaccttgagcccagtcctggaca-----gacaga----cagacagacgcacggacaagcagatg
>chimp        agcaggttca-gaaggctcagatgccactcaccagacagcagggttgactgctagtgaccttgagcccagtcctggaca-----gacagacaggcagacagacgcacggacaagcagatg
>baboon       agcaggttca-gagggctcagatgctactcaccagacagcagggtcgactgctagtgaccttgagcccagtcctggacg-----gacaga----cagacggacgcacagagaagcagatg
>rhesus       agcaggttca-gagggctcagatgccactcaccagacagcagggtcgactgctagtgaccttgagcccagtcctggacg-----gacaga----cagacggacgcacagagaagcagatg
>marmoset     a-cgggttca-gagggctcagatgccactcaccagacagcagggtcgactgctagagaccctgagcccagtcctggaca-----aa--------cggacagacgcatggacaagcagatg
>mouse-lemur  agctgg-tcg-gagcacccagactccactctccagacagcagggtcaactgcccaggaccctgagcccaggcctagact-----ga--------cagacggacgcacggacaggcagatg
>mouse        agcagacctctgagggcccgcactccacacactagacagcagggcccactgcgaaggaccctgagcccattttaagaca-----aacaga----caaacgactgcacagccaagt-gatg
>rat          agcaggtctgggagagcccagacttcacacactagacagcagggtccactgcgcaggaccctgagcccattccaagacagaaaggacaga----cagacgactgcacggccaagt-gatg
>cow          agtggatctg-gagaccccagattccaattaccagacagcagggatggctgcctaaggccctgaacccggtcccagact-----gaccaa----cagacagatagacc--------catg
>horse        agcacgtctg---ggggccagactccactggccagacagcagggtcgactgcccaggatcctgagcccagtcccagacc-----caagga----gagacggacagaca--------gatg
>megabat      agtgggtctg-tagggcacagactccactcaccagacagcagggtcaactgcccaggaccctgagcccagtcccaga-----------ca----gagacagacagaca--------gatg
>microbat     agtgggtctg-gtgggtacagacttcactcgccagacagcagggtcaactgcccaggaccctgagcccagtccc---------------------agacagacagaca--------gatg
>cat          agcacgtccg-aagggcctcggttccatccaccagacagcag-gtcgactgcccaggactctgagcccagtcccagatt---------ga----cagac-----gaca--------gatg
>rock-hyrax   agagggtctg-gagggcccagactccagtcaccagacagcaggatccattgtccaggaccctgagccctgtcccagact---------ga----caggtggacgagca--------gatg
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Supplemental_Fig_S4. Distribution of putative Smad2/3 binding sites in 5’ of the 

mammalian Dand5 gene. Clustal alignment of the sequence surrounding the transcription start 

site (+1) of the mammalian Dand5 gene. The two conserved Smad binding regions have been 

predicted by the Contra V3 server (http://bioit2.irc.ugent.be/contra/v3/#/step/1) (Kreft et al., 2017). 

The Smad3 binding sites CAGAC are highlighted in red. 
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