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Supplemental_Fig_S1. Expression of m®A writers, erasers and readers in murine node cells.
(A) UMAP plot showing the expression of the m®A methylases in Foxj1* cells. (B) UMAP plot
showing the expression of the m°A eraser FTO from in Foxj1* cells. (C) UMAP plot showing the
expression of the m®A readers from the IGF2BP family in Foxj1* cells. (D) UMAP plot showing the
expression of the mPA readers from the YTHDF family in Foxj1* cells. The square box depicts the

node cells marked by the coexpression of Foxj7 and Dand5.



