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Supplemental Figure 1. Schematic diagram of the Factor VII1 (F8) exon 16 sequence. A
schematic depicting the sequence context for F8 exon 16 that has been studied in a splicing
reporter system from Tse et al. 2023 and used in the Eterna OpenASO puzzle definition. Key
splicing signals, such as: the branchpoint motif, the poly-Y tract and 3"ss, and 5ss are indicated.
Predicted splicing regulatory sequences are also annotated above the sequences by a red or green
bar (represented to inhibit or enhance splicing, respectively).



	OpenASO: RNA Rescue — designing splice-modulating antisense oligonucleotides through community science

