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Figure S2
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Figure S5
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Figure S6

HEK293T-DGCR8-WT

HEK293T-DGCR8-KO

HEK293T-DGCR8-E518K-21A4

HEK293T-DGCR8-E518K-31A4

Ce
ll  

nu
mb

er

PI

Ce
ll  

nu
mb

er

PI

Ce
ll  

nu
mb

er

PI

Ce
ll  

nu
mb

er

PI

PI

PI

PI

PI

A


