Supplemental Fig. S2
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Supplemental Fig. S2. Comparison between Poly(l:C)-induced 5'-tDRs and ANG-induced 5'-tiRNAs in U20S cells.
The length of Poly(l:C)-induced tDRs were compared with that of ANG-induced tiRNAs by (A) SYBR Gold staining and
(B) northern blotting in U20S cells. ANG-induced tiRNAs were obtained by in lysate RNA digestion method using

recombinant human ANG. ANG was added at final concentrations of 1 nM, *10 nM or **100 nM.



