
RF00522.cons

Y
G

G
GU

U
C
G

R A
C

U
CC

C

C
A A A A A A C U A R G R R5´

RF00522 JOTN01000003.1/232023-232068/1-46

U A U U UC
G
U
G
GU

U
C
G

A A A C
C
A
U

CC
C
A
C
Gu A A A A A A A A C U A A G G A G A U

10

20

30 40

5´

C    C
A     A

C 
A

G
U

A B

C

NR T1 OH 0   2   0     
wt

0 2 0  
mu1

0 2 0     
mu2

Fr
ac

tio
n 

in
de

ns
ity

G9

G10

G14

G27

G41

μM

PreQ1-I Riboswitch

WT mu1 mu2

0 μM 2 μM 

0.0045
0.0040
0.0035
0.0030
0.0025
0.0020
0.0015
0.0010
0.0005
0.0000



7 

Figure S2. preQ1-I riboswitch. A) top: consensus structure of preQ1-I riboswitch; A) bottom: secondary 

structure of sequence from Bacillus manliponensis strain which was used to test with in-line probing. B) 

One of the in line probing result. Different color circles mark the difference between three constructs. 

Different color arrows mark the bands which used to be calculated in fig. s2C. C) show the normalized 

band intensity change for three different constructs with or without the ligand.  




