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Supplemental Figure S3. Fitting of exponential distribution models to dwell time
distributions

(A, B) Model fits for the empirical cumulative distribution functions for the WT (A) and A315T (B)
LCDs in Fig. 4C and D. The columns are FRET state bins, and the rows are the protein
incubation. Each dot represents an observed dwell time, to which exponential distribution
models were fitted to obtain median and 95% credible interval estimates of the rate parameter,

which are plotted as the red dashed lines and shaded area.



