Toya et al. Supplemental figure S1
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Supplemental Figure S1. FACS analysis of cellular composition in iWAT of WT and Neatl KO Mice. (A)

Schematic representation of the gating strategy and cell surface markers used to identify adipocyte precursor
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cells, endothelial cells, and macrophages in iWAT. (B) Representative scatter plots from FACS analysis. The red

square highlights the gating region used for identifying specific cell populations.




