A HEK293 WT and HEK293 LARP4-KO-sc1
CRISPR-B:-CGACATGTTGCTTTTCGTGG-PAM
WT:GAGGACGACATGTTGCTTTTCGTGGAGGTGAGTGCATTATGCTAGTCTC - Wild type sequence

Allele-A: TGGAGGTGAGTGCATTATGCTAGTCTC - Deletion of first exon and Promoter
Allele-B:--GAGGACGACATGTTGCTTTTTT: TTATGCTAGTCTC - Insetion and Deletion in first Exon
Allele-C:--GAGGACGACATGTTGCTTTTCG--mmmmmmmmmmmmem- AGTGCATTATGCTAGTCTC - Deletion in first exon

U20S WT and U20S LARP4-KO-sc37
CRISPR-B:-CGACATGTTGCTTTTC--GTGG-PAM
WT:GAGGACGACATGTTGCTTTTC--GTGGAGGTGAGTGCATTATGCTAGTCTC - Wild type sequence
Allele-A: GTGAGTGCATTATGCTAGTCTC - Deletion of first exon and Promoter
Allele-B: GTGAGTGCATTATGCTAGTCTC - Deletion of first exon and Promoter
Allele-C:--GAGGACGACATGTTGCTTTTCGGTGGAGGTGAGTGCATTATGCTAGTCTC - Single base pair insertion in CDS

B HEK293 C

shRNA-NT  shRNA-LARP4 WCE Immunoblot - HEK293
e ShRNA-NT = shRNA-LARP4
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