
s__Enterobacter asburiae_B [0.27]

s__Enterobacter cloacae_M [0.29]

s__Enterobacter asburiae [0.29]

s__Enterobacter sp000568095 [0.27]

s__Enterobacter chengduensis [0.27]

s__Enterobacter roggenkampii [0.27]

s__Enterobacter kobei [0.27]

s__Enterobacter cloacae [0.28]

s__Enterobacter bugandensis [0.27]

s__Enterobacter cloacae_P [0.26]

s__Enterobacter hormaechei_A [0.28]

s__Enterobacter quasihormaechei [0.28]

s__Enterobacter oligotrophicus [0.27]

s__Enterobacter cancerogenus [0.27]

s__RHBSTW-00994 sp013782625 [0.27]

s__Lelliottia amnigena_A [0.27]

s__Leclercia sp003024485 [0.27]

s__Leclercia adecarboxylata_C [0.27]

s__Leclercia adecarboxylata_A [0.27]

s__Leclercia sp002902985 [0.28]

s__UBA7405 sp000755535 [0.28]

s__Escherichia coli [0.29]

s__Escherichia fergusonii [0.29]

s__Escherichia sp005843885 [0.29]

s__Escherichia marmotae [0.28]

s__Citrobacter_A farmeri [0.29]

s__Citrobacter_A amalonaticus_C [0.3]

s__Citrobacter_A sp013836145 [0.28]

s__Salmonella bongori [0.27]

s__Citrobacter freundii [0.28]

s__Citrobacter freundii_E [0.28]

s__Citrobacter tructae [0.28]

s__Citrobacter sp016811995 [0.27]

s__Kluyvera ascorbata_B [0.28]

s__Klebsiella aerogenes [0.28]

s__Klebsiella variicola [0.29]

s__Klebsiella electrica [0.29]

s__Klebsiella oxytoca_C [0.29]

s__Klebsiella huaxiensis [0.29]

s__Scandinavium goeteborgense [0.27]

s__Enterobacter_B lignolyticus [0.29]

s__Enterobacter_D sp001888805 [0.27]

s__Kosakonia radicincitans [0.29]

s__Kosakonia oryzae [0.29]

s__Kosakonia sacchari [0.28]

s__Kosakonia sp014490785 [0.27]

s__Kosakonia cowanii [0.27]

s__Cronobacter malonaticus [0.28]

s__Cronobacter sakazakii [0.28]

s__Cronobacter universalis [0.27]

s__Cronobacter condimenti [0.27]

s__Cronobacter dublinensis [0.27]

s__Cronobacter muytjensii [0.27]

s__Jejubacter calystegiae [0.29]

s__Shimwellia blattae [0.28]

s__Cedecea neteri_B [0.25]

s__Cedecea neteri_C [0.26]

s__Cedecea lapagei [0.25]

s__Cedecea neteri_A [0.25]

s__Erwinia tasmaniensis [0.24]

s__Erwinia amylovora [0.23]

s__Erwinia sp009738185 [0.25]

s__Erwinia sp001422605 [0.25]

s__Erwinia sp007981265 [0.26]

s__Erwinia billingiae [0.26]

s__Erwinia_B gerundensis [0.25]

s__Mixta calida [0.29]

s__Mixta gaviniae [0.27]

s__Mixta intestinalis [0.28]

s__Mixta alhagi [0.27]

s__Pantoea vagans_C [0.27]

s__Pantoea rwandensis_B [0.27]

s__Pantoea dispersa_B [0.28]

s__Pantoea sp000175935 [0.27]

s__Pantoea vagans [0.28]

s__Pantoea eucalypti [0.26]

s__Tatumella citrea [0.25]

s__Mikella sp900090215 [0.18]

s__Mikella endobia [0.19]

s__GCF-000287355 sp000287355 [0.21]

s__Gullanella endobia [0.17]

s__Hoaglandella endobia [0.22]

s__Moranella endobia [0.19]

s__Sodalis glossinidius [0.19]

s__Doolittlea endobia [0.18]

s__GCF-900161835 sp900161835 [0.16]

s__GCF-000287335 sp000287335 [0.23]

s__Acerihabitans sp004346745 [0.24]

s__Pectobacterium wasabiae [0.28]

s__Pectobacterium parmentieri [0.27]

s__Pectobacterium punjabense [0.27]

s__Pectobacterium polaris [0.28]

s__Pectobacterium aroidearum [0.27]

s__Brenneria izadpanahii [0.28]

s__Brenneria goodwinii [0.29]

s__Brenneria nigrifluens [0.29]

s__Brenneria rubrifaciens [0.28]

s__Dickeya solani [0.29]

s__Dickeya fangzhongdai [0.29]

s__Dickeya poaceiphila [0.29]

s__Dickeya aquatica [0.27]

s__ATCC-39006 sp002847015 [0.29]

s__Lonsdalea populi [0.27]

s__Serratia marcescens_K [0.28]

s__Serratia sp003812745 [0.27]

s__Serratia bockelmannii [0.28]

s__Serratia marcescens [0.27]

s__Serratia surfactantfaciens [0.27]

s__Serratia ficaria [0.29]

s__Serratia symbiotica [0.2]

s__Serratia plymuthica_B [0.28]

s__Serratia liquefaciens [0.27]

s__Chania multitudinisentens [0.25]

s__Serratia_A fonticola [0.25]

s__Gibbsiella quercinecans [0.28]

s__Serratia_B rhizosphaerae [0.29]

s__Serratia_F odorifera [0.25]

s__Rahnella sp002951615 [0.25]

s__Yersinia canariae [0.25]

s__Yersinia hibernica [0.25]

s__Yersinia enterocolitica [0.26]

s__Yersinia intermedia [0.26]

s__Yersinia aleksiciae [0.27]

s__Yersinia mollaretii [0.25]

s__Ishikawaella capsulata [0.23]

s__Arsenophonus_A lipoptenae [0.15]

s__Pantoea_A carbekii [0.21]

s__Providencia huaxiensis [0.27]

s__Providencia rettgeri_D [0.28]

s__Providencia rettgeri_A [0.26]

s__Providencia rettgeri_F [0.25]

s__Providencia vermicola_A [0.27]

s__Arsenophonus sp900343015 [0.21]

s__Arsenophonus sp000757905 [0.14]

s__Proteus sp011046025 [0.27]

s__Proteus mirabilis_B [0.27]

s__Proteus cibarius [0.27]

s__Proteus sp003144505 [0.27]

s__Proteus vulgaris_B [0.27]

s__Xenorhabdus bovienii [0.27]

s__Xenorhabdus bovienii_C [0.25]

s__Xenorhabdus poinarii [0.25]

s__Photorhabdus thracensis [0.25]

s__Photorhabdus laumondii [0.28]

s__Edwardsiella anguillarum [0.3]

s__Hafnia proteus [0.26]

s__Limnobaculum parvum [0.24]

s__Limnobaculum zhutongyuii [0.27]

s__Leminorella richardii [0.27]

s__Gilliamella apicola [0.23]

s__Frischella perrara [0.23]

s__IPMB12 sp011745665 [0.26]

s__Plesiomonas shigelloides [0.25]

s__Haemophilus_D sp900764435 [0.21]

s__Haemophilus_D parainfluenzae_A [0.21]

s__Haemophilus_D sp900755445 [0.21]

s__Haemophilus_D parainfluenzae_J [0.21]

s__Haemophilus_D pittmaniae [0.21]

s__Haemophilus influenzae_D [0.2]

s__Haemophilus aegyptius [0.21]

s__Haemophilus haemolyticus_I [0.19]

s__Rodentibacter sp015356115 [0.23]

s__Aggregatibacter aphrophilus [0.23]

s__Aggregatibacter sp000466335 [0.21]

s__Basfia succiniciproducens [0.23]

s__Pasteurella dagmatis [0.23]

s__Pasteurella multocida_A [0.22]

s__Pasteurella multocida [0.26]

s__Bisgaardia hudsonensis [0.25]

s__Mannheimia bovis [0.22]

s__Mannheimia sp000521605 [0.23]

s__Mannheimia pernigra [0.21]

s__Mannheimia varigena [0.22]

s__Mannheimia granulomatis_A [0.24]

s__Actinobacillus_A porcitonsillarum [0.2]

s__Actinobacillus suis [0.24]

s__Actinobacillus equuli [0.24]

s__Glaesserella indolica_A [0.18]

s__Frederiksenia canicola [0.18]

s__Otariodibacter oris [0.22]

s__Phocoenobacter atlantica [0.24]

s__Phocoenobacter skyensis [0.22]

s__Actinobacillus_C delphinicola [0.24]

s__Vibrio sp000176715 [0.22]

s__Vibrio metoecus_B [0.21]

s__Vibrio sp011306175 [0.21]

s__Vibrio ziniensis [0.24]

s__Vibrio sp004804295 [0.23]

s__Vibrio tritonius [0.22]

s__Vibrio gazogenes_A [0.24]

s__Vibrio hyugaensis [0.21]

s__Vibrio sp903986855 [0.21]

s__Vibrio cidicii [0.21]

s__Vibrio vulnificus [0.22]

s__Vibrio aquimaris [0.21]

s__Vibrio tubiashii [0.23]

s__Vibrio ponticus [0.2]

s__Vibrio cyclitrophicus [0.2]

s__Vibrio bathopelagicus [0.21]

s__Vibrio tapetis [0.21]

s__Vibrio breoganii [0.2]

s__Vibrio casei [0.21]

s__Vibrio sp009601765 [0.19]

s__Vibrio rumoiensis [0.21]

s__Vibrio aphrogenes [0.19]

s__Aliivibrio salmonicida_A [0.14]

s__Photobacterium profundum_A [0.19]

s__Photobacterium gaetbulicola [0.24]

s__Salinivibrio kushneri [0.23]

s__Paraphotobacterium marinum [0.17]

s__Aeromonas hydrophila [0.25]

s__Aeromonas veronii_A [0.23]

s__Aeromonas encheleia [0.24]

s__Tolumonas auensis [0.27]

s__Oceanisphaera avium [0.21]

s__Oceanisphaera profunda [0.25]

s__Oceanimonas sp000243075 [0.24]

s__Dongshaea marina [0.23]

s__Pseudoalteromonas rubra_D [0.21]

s__Pseudoalteromonas rubra_B [0.2]

s__Pseudoalteromonas viridis [0.22]

s__Pseudoalteromonas sp001282135 [0.22]

s__Pseudoalteromonas luteoviolacea_G [0.21]

s__Pseudoalteromonas sp002591815 [0.22]

s__Pseudoalteromonas piscicida_A [0.21]

s__Pseudoalteromonas sp002850255 [0.22]

s__Pseudoalteromonas phenolica [0.21]

s__Pseudoalteromonas sp009176705 [0.22]

s__Pseudoalteromonas xiamenensis [0.19]

s__Pseudoalteromonas nigrifaciens [0.19]

s__Pseudoalteromonas translucida [0.19]

s__Pseudoalteromonas arctica [0.19]

s__Pseudoalteromonas espejiana [0.19]

s__Pseudoalteromonas sp001974855 [0.2]

s__Pseudoalteromonas tetraodonis [0.19]

s__Pseudoalteromonas sp002685175 [0.2]

s__Pseudoalteromonas shioyasakiensis_A [0.2]

s__Pseudoalteromonas ruthenica [0.21]

s__Pseudoalteromonas tunicata [0.18]

s__Pseudoalteromonas piratica [0.19]

s__Pseudoalteromonas spongiae [0.19]

s__Pararheinheimera sp003990335 [0.23]

s__Rheinheimera sp004345025 [0.21]

s__Flocculibacter collagenilyticus [0.19]

s__Psychrosphaera aestuarii [0.19]

s__Colwellia sp009832865 [0.15]

s__Colwellia psychrerythraea_A [0.16]

s__Litorilituus sediminis [0.18]

s__Cognaticolwellia sp003971255 [0.16]

s__Cognaticolwellia beringensis [0.17]

s__Colwellia_A sp001767295 [0.15]

s__Thalassotalea sp014898095 [0.18]

s__Thalassotalea_A sp004752005 [0.18]

s__Thalassotalea_A crassostreae [0.15]

s__Thalassotalea_A sp007197775 [0.18]

s__Algibacillus sp003063625 [0.18]

s__Catenovulum sediminis [0.2]

s__Alteromonas sediminis [0.19]

s__Alteromonas sp015644725 [0.16]

s__Alteromonas lutimaris [0.19]

s__Alteromonas iocasae [0.19]

s__Alteromonas pelagimontana [0.18]

s__Alteromonas sp002729795 [0.21]

s__Alteromonas sp009811495 [0.22]

s__Alteromonas sp003443615 [0.21]

s__Alteromonas naphthalenivorans [0.2]

s__Glaciecola nitratireducens [0.16]

s__Paraglaciecola mesophila_A [0.17]

s__Paraglaciecola sp009796745 [0.18]

s__Paraglaciecola sp009796765 [0.15]

s__Paraglaciecola psychrophila [0.14]

s__Saliniradius amylolyticus [0.21]

s__Lacimicrobium alkaliphilum_B [0.21]

s__Idiomarina sp002808045 [0.28]

s__Idiomarina piscisalsi_A [0.26]

s__Idiomarina loihiensis [0.27]

s__Shewanella livingstonensis [0.19]

s__Shewanella sp002836315 [0.2]

s__Shewanella polaris [0.2]

s__Shewanella denitrificans [0.2]

s__Shewanella aestuarii_A [0.2]

s__Shewanella maritima [0.21]

s__Shewanella japonica [0.19]

s__Shewanella donghaensis [0.19]

s__Shewanella sp000203935 [0.23]

s__Shewanella bicestrii [0.23]

s__Shewanella oneidensis [0.22]

s__Shewanella putrefaciens_C [0.23]

s__Shewanella putrefaciens [0.23]

s__Shewanella sp002838165 [0.23]

s__Shewanella sp002966515 [0.23]

s__Shewanella litorisediminis [0.21]

s__Shewanella amazonensis [0.22]

s__Shewanella khirikhana [0.24]

s__Shewanella sp017354985 [0.22]

s__Shewanella sp018223345 [0.23]

s__Shewanella dokdonensis [0.22]

s__Shewanella sp017354945 [0.23]

s__Shewanella algae [0.24]

s__Shewanella sp006494715 [0.19]

s__Shewanella violacea [0.2]

s__Shewanella sp007197555 [0.19]

s__Shewanella psychrophila [0.19]

s__Shewanella woodyi [0.21]

s__Shewanella sediminis [0.2]

s__Shewanella piezotolerans [0.2]

s__Shewanella sp016757755 [0.19]

s__Shewanella halifaxensis [0.2]

s__Shewanella pealeana [0.19]

s__Shewanella marisflavi [0.21]

s__Shewanella loihica [0.21]

s__Parashewanella spongiae [0.18]

s__Parashewanella tropica [0.2]

s__Ferrimonas balearica [0.25]

s__Gallaecimonas mangrovi [0.23]

s__Moritella sp018219455 [0.18]

s__Moritella yayanosii [0.17]

s__Moritella sp018219155 [0.18]

s__Psychromonas sp000153405 [0.17]

s__Psychromonas ingrahamii [0.19]

s__Succinivibrio dextrinosolvens_A [0.27]

s__Kangiella koreensis [0.23]

s__Kangiella profundi [0.23]

s__Kangiella sediminilitoris [0.23]

s__Kangiella geojedonensis [0.22]

s__Permianibacter aggregans [0.26]

s__Pseudomonas_E sp004011755 [0.25]

s__Pseudomonas_E sp009834515 [0.25]

s__Pseudomonas_E sp900187515 [0.25]

s__Pseudomonas_E sp004124275 [0.25]

s__Pseudomonas_E sp002901475 [0.26]

s__Pseudomonas_E sp014270125 [0.26]

s__Pseudomonas_E fluorescens_BG [0.26]

s__Pseudomonas_E koreensis_C [0.26]

s__Pseudomonas_E fluorescens_BC [0.26]

s__Pseudomonas_E putida_A [0.26]

s__Pseudomonas_E gozinkensis [0.25]

s__Pseudomonas_E sp002112885 [0.27]

s__Pseudomonas_E kribbensis [0.25]

s__Pseudomonas_E glycinae [0.26]

s__Pseudomonas_E sp001655595 [0.27]

s__Pseudomonas_E fluorescens_BT [0.27]

s__Pseudomonas_E allokribbensis [0.26]

s__Pseudomonas_E sp002356535 [0.26]

s__Pseudomonas_E putida_S [0.26]

s__Pseudomonas_E sp003151075 [0.26]

s__Pseudomonas_E sp012935755 [0.26]

s__Pseudomonas_E silesiensis [0.26]

s__Pseudomonas_E sp002029345 [0.26]

s__Pseudomonas_E fluorescens_BW [0.26]

s__Pseudomonas_E fluorescens_B [0.26]

s__Pseudomonas_E sp001655615 [0.26]

s__Pseudomonas_E frederiksbergensis_B [0.25]

s__Pseudomonas_E fluorescens_E [0.25]

s__Pseudomonas_E sp900187635 [0.25]

s__Pseudomonas_E viciae [0.26]

s__Pseudomonas_E sp017968885 [0.26]

s__Pseudomonas_E brassicacearum_A [0.25]

s__Pseudomonas_E sp018325905 [0.25]

s__Pseudomonas_E kilonensis_B [0.26]

s__Pseudomonas_E fluorescens_AA [0.25]

s__Pseudomonas_E fluorescens_T [0.26]

s__Pseudomonas_E chlororaphis_E [0.26]

s__Pseudomonas_E azotoformans_B [0.25]

s__Pseudomonas_E azotoformans_A [0.24]

s__Pseudomonas_E sp003013355 [0.24]

s__Pseudomonas_E fluorescens_BB [0.25]

s__Pseudomonas_E sp900005815 [0.25]

s__Pseudomonas_E sp009866765 [0.24]

s__Pseudomonas_E sp003851685 [0.25]

s__Pseudomonas_E sp003852235 [0.25]

s__Pseudomonas_E orientalis_A [0.24]

s__Pseudomonas_E sp009834565 [0.24]

s__Pseudomonas_E sp003014915 [0.24]

s__Pseudomonas_E antarctica_A [0.24]

s__Pseudomonas_E trivialis_B [0.25]

s__Pseudomonas_E fluorescens_AN [0.25]

s__Pseudomonas_E sp012985665 [0.23]

s__Pseudomonas_E fluorescens_X [0.24]

s__Pseudomonas_E fluorescens_BA [0.25]

s__Pseudomonas_E yamanorum_B [0.26]

s__Pseudomonas_E sp012935695 [0.25]

s__Pseudomonas_E sp002874965 [0.24]

s__Pseudomonas_E chlororaphis [0.27]

s__Pseudomonas_E chlororaphis_F [0.26]

s__Pseudomonas_E sp000931465 [0.27]

s__Pseudomonas_E sp001705835 [0.25]

s__Pseudomonas_E protegens [0.24]

s__Pseudomonas_E sp001547895 [0.25]

s__Pseudomonas_E fluorescens_AP [0.25]

s__Pseudomonas_E protegens_A [0.25]

s__Pseudomonas_E taetrolens [0.25]

s__Pseudomonas_E versuta [0.24]

s__Pseudomonas_E sp014268755 [0.24]

s__Pseudomonas_E cichorii [0.24]

s__Pseudomonas_E cichorii_C [0.24]

s__Pseudomonas_E sp000829415 [0.24]

s__Pseudomonas_E cerasi [0.25]

s__Pseudomonas_E syringae_M [0.25]

s__Pseudomonas_E syringae_F [0.24]

s__Pseudomonas_E sp900585815 [0.25]

s__Pseudomonas_E putida_H [0.27]

s__Pseudomonas_E putida_Q [0.26]

s__Pseudomonas_E putida [0.26]

s__Pseudomonas_E sp001422615 [0.25]

s__Pseudomonas_E hunanensis [0.25]

s__Pseudomonas_E sp012975065 [0.26]

s__Pseudomonas_E parafulva_B [0.26]

s__Pseudomonas_E putida_J [0.25]

s__Pseudomonas_E putida_W [0.27]

s__Pseudomonas_E monteilii_C [0.25]

s__Pseudomonas_E putida_M [0.26]

s__Pseudomonas_E putida_V [0.27]

s__Pseudomonas_E sp019139675 [0.26]

s__Pseudomonas_E sp001259595 [0.25]

s__Pseudomonas_E sp014268885 [0.25]

s__Pseudomonas_E sp019139535 [0.26]

s__Pseudomonas_E entomophila [0.27]

s__Pseudomonas_E entomophila_C [0.27]

s__Pseudomonas_E sp019139835 [0.26]

s__Pseudomonas_E putida_T [0.27]

s__Pseudomonas_E parafulva_A [0.25]

s__Pseudomonas_E putida_B [0.27]

s__Pseudomonas_E cremoricolorata_A [0.25]

s__Pseudomonas_E sp002753995 [0.26]

s__Pseudomonas_E sp004214895 [0.25]

s__Pseudomonas_E sp900101695 [0.26]

s__Pseudomonas_E sp004803755 [0.25]

s__Pseudomonas_E alkylphenolica [0.26]

s__Pseudomonas_E eucalypticola [0.25]

s__Pseudomonas_E rhizosphaerae [0.23]

s__Pseudomonas_E mendocina_C [0.28]

s__Pseudomonas_E alcaliphila_B [0.28]

s__Pseudomonas_E mendocina [0.27]

s__Pseudomonas_E sp002163625 [0.25]

s__Pseudomonas_E sp002025205 [0.26]

s__Pseudomonas_E fulva_B [0.27]

s__Pseudomonas_E sp003595175 [0.28]

s__Pseudomonas_E campi [0.26]

s__Pseudomonas sp009189165 [0.28]

s__Pseudomonas sp016919445 [0.28]

s__Pseudomonas sp000349845 [0.28]

s__Pseudomonas knackmussii [0.3]

s__Pseudomonas aeruginosa_A [0.3]

s__Pseudomonas aeruginosa [0.29]

s__Pseudomonas_B oryzihabitans_E [0.24]

s__Pseudomonas_B oryzihabitans_D [0.22]

s__Pseudomonas_B psychrotolerans_B [0.23]

s__Pseudomonas_F sp001708505 [0.29]

s__Pseudomonas_F sp003626975 [0.3]

s__Pseudomonas_F lalkuanensis [0.3]

s__Pseudomonas_F resinovorans_A [0.28]

s__Pseudomonas_F furukawaii [0.3]

s__Pseudomonas_F sp003234055 [0.28]

s__Azotobacter salinestris [0.28]

s__Azotobacter vinelandii [0.27]

s__Pseudomonas_A stutzeri_AE [0.29]

s__Pseudomonas_A stutzeri_A [0.28]

s__Pseudomonas_A stutzeri_AC [0.26]

s__Pseudomonas_A stutzeri [0.28]

s__Pseudomonas_A sp003205815 [0.28]

s__Pseudomonas_A balearica [0.28]

s__Pseudomonas_A stutzeri_D [0.25]

s__Pseudomonas_A stutzeri_R [0.27]

s__Pseudomonas_A stutzeri_AI [0.28]

s__Pseudomonas_Q sp013395055 [0.25]

s__Oblitimonas alkaliphila [0.26]

s__Pseudomonas_C sp002342705 [0.28]

s__Entomomonas sp016653615 [0.25]

s__Entomomonas moraniae [0.25]

s__Pseudomonas_D sp012844345 [0.25]

s__Spartinivicinus ruber [0.22]

s__Neptunomonas concharum [0.24]

s__Neptunomonas japonica_A [0.25]

s__Amphritea japonica [0.25]

s__Marinobacterium_A aestuarii [0.26]

s__Nitrincola sp008727795 [0.29]

s__Marinobacterium sp012848475 [0.25]

s__Marinomonas posidonica [0.27]

s__Marinomonas primoryensis [0.24]

s__Marinomonas mediterranea [0.27]

s__Marinomonas algicola [0.24]

s__UBA2009 sp016132445 [0.24]

s__Thalassolituus oleivorans [0.23]

s__Bacterioplanes sanyensis_A [0.25]

s__Bermanella marisrubri [0.25]

s__Saccharospirillum mangrovi [0.27]

s__Reinekea forsetii [0.22]

s__Gynuella sunshinyii [0.23]

s__Halomonas elongata [0.36]

s__Halomonas beimenensis [0.35]

s__Halomonas sp008329985 [0.33]

s__Halomonas huangheensis [0.33]

s__Halomonas aestuarii [0.33]

s__Halomonas sp009363755 [0.34]

s__Halomonas sp017868935 [0.35]

s__Halomonas sp014931605 [0.32]

s__Halomonas sp015992245 [0.35]

s__Halomonas sp009834345 [0.33]

s__Halomonas chromatireducens [0.32]

s__Halomonas sp002966495 [0.34]

s__Halomonas sp003031405 [0.35]

s__Halomonas sp002082565 [0.34]

s__Halomonas sp002696125 [0.34]

s__Halomonas piezotolerans [0.33]

s__Halomonas sp014263395 [0.35]

s__Halomonas sp002119345 [0.34]

s__Halomonas_B sp001971685 [0.32]

s__Halomonas_B socia [0.32]

s__Halomonas_E sp014840935 [0.31]

s__Pistricoccus aurantiacus [0.31]

s__Salinicola tamaricis [0.26]

s__Cobetia sp009796845 [0.32]

s__Cobetia marina [0.29]

s__Kushneria konosiri [0.28]

s__Kushneria marisflavi [0.27]

s__Kushneria phosphatilytica [0.3]

s__Zymobacter palmae [0.3]

s__Halotalea alkalilenta_A [0.31]

s__Marinobacter salinus [0.27]

s__Marinobacter similis [0.24]

s__Marinobacter sp017301335 [0.27]

s__Marinobacter sp003441595 [0.29]

s__Marinobacter adhaerens [0.31]

s__Marinobacter sp001447155 [0.28]

s__Marinobacter sp004353225 [0.28]

s__Marinobacter hydrocarbonoclasticus [0.29]

s__Marinobacter psychrophilus [0.25]

s__Marinobacter sp003994855 [0.3]

s__Marinobacter_A fonticola [0.29]

s__Hydrocarboniclastica marina [0.26]

s__Oleiphilus messinensis [0.24]

s__Hahella chejuensis [0.28]

s__Hahella sp004135205 [0.27]

s__Litoricola lipolytica [0.17]

s__Cellvibrio sp000263355 [0.22]

s__Cellvibrio sp002007605 [0.23]

s__Cellvibrio sp008806975 [0.24]

s__Cellvibrio japonicus [0.22]

s__Cellvibrio sp002162135 [0.24]

s__Simiduia agarivorans [0.21]

s__Teredinibacter haidensis [0.21]

s__Teredinibacter purpureus [0.2]

s__Teredinibacter turnerae_B [0.23]

s__Saccharophagus degradans [0.22]

s__Agarilytica rhodophyticola [0.19]

s__Microbulbifer sp009363535 [0.22]

s__Microbulbifer sp007183175 [0.21]

s__Microbulbifer sp003076275 [0.23]

s__Microbulbifer aggregans [0.24]

s__Microbulbifer sp013367775 [0.23]

s__Microbulbifer hydrolyticus [0.23]

s__Microbulbifer agarilyticus_A [0.23]

s__Microbulbifer sp009903625 [0.22]

s__IMCC21906 sp001010805 [0.23]

s__Zhongshania aliphaticivorans [0.23]

s__CSC3-9 sp016132545 [0.26]

s__Oceanicoccus sagamiensis [0.18]

s__Halioglobus maricola [0.21]

s__Halioglobus japonicus [0.21]

s__Kineobactrum salinum [0.23]

s__Aequoribacter fuscus [0.24]

s__Pseudohongiella spirulinae [0.27]

s__Acinetobacter sp002688565 [0.22]

s__Acinetobacter lwoffii_C [0.21]

s__Acinetobacter lwoffii_E [0.22]

s__Acinetobacter wanghuae [0.21]

s__Acinetobacter sp001647675 [0.19]

s__Acinetobacter sp001696615 [0.21]

s__Acinetobacter cumulans [0.21]

s__Acinetobacter equi [0.2]

s__Acinetobacter sp002165305 [0.22]

s__Acinetobacter sp002135245 [0.22]

s__Acinetobacter chinensis [0.22]

s__Acinetobacter piscicola_A [0.21]

s__Acinetobacter defluvii [0.21]

s__Acinetobacter wuhouensis [0.2]

s__Acinetobacter lanii [0.18]

s__Acinetobacter shaoyimingii [0.2]

s__Acinetobacter sp001612555 [0.19]

s__Acinetobacter larvae [0.22]

s__Acinetobacter radioresistens [0.22]

s__Acinetobacter oleivorans [0.22]

s__Acinetobacter calcoaceticus_C [0.22]

s__Acinetobacter baumannii [0.24]

s__Acinetobacter dispersus [0.22]

s__Acinetobacter sp002165255 [0.2]

s__Acinetobacter sp008630915 [0.22]

s__Aquirhabdus parva [0.21]

s__Psychrobacter arcticus [0.21]

s__Psychrobacter cryohalolentis [0.2]

s__Psychrobacter sp900168255 [0.22]

s__Psychrobacter alimentarius_A [0.23]

s__Psychrobacter sp014770435 [0.23]

s__Psychrobacter sp018448495 [0.15]

s__Psychrobacter sp001593285 [0.22]

s__Psychrobacter urativorans_A [0.2]

s__Psychrobacter arenosus [0.19]

s__Moraxella ovis [0.14]

s__Moraxella_A osloensis [0.18]

s__Moraxella_A sp002478835 [0.17]

s__Alcanivorax borkumensis [0.26]

s__Alcanivorax dieselolei [0.3]

s__Alcanivorax_A pacificus [0.29]

s__Ketobacter alkanivorans [0.24]

s__Legionella pneumophila [0.23]

s__Legionella pascullei [0.23]

s__Legionella sp011764505 [0.23]

s__Legionella fallonii [0.24]

s__Legionella cherrii [0.23]

s__Legionella sp014109825 [0.23]

s__Legionella sp014109805 [0.24]

s__Legionella sainthelensi [0.21]

s__Legionella_D israelensis [0.23]

s__Tatlockia lansingensis [0.21]

s__Tatlockia jordanis [0.22]

s__Tatlockia hackeliae [0.2]

s__Tatlockia clemsonensis [0.21]

s__Tatlockia micdadei [0.23]

s__Legionella_C spiritensis [0.24]

s__Legionella_C sp016864235 [0.21]

s__Legionella_B geestiana [0.23]

s__Legionella_A adelaidensis [0.19]

s__Legionella_A oakridgensis [0.17]

s__Coxiella burnetii [0.16]

s__Coxiella sp018107685 [0.12]

s__Coxiella sp000815025 [0.11]

s__Coxiella sp009883795 [0.17]

s__Rickettsiella_B viridis [0.15]

s__Aquicella lusitana [0.26]

s__Aquicella_A siphonis [0.26]

s__Francisella tularensis [0.19]

s__Francisella hispaniensis [0.22]

s__Francisella opportunistica [0.21]

s__Francisella persica [0.18]

s__Francisella orientalis [0.16]

s__Francisella uliginis [0.23]

s__Francisella sp012224145 [0.21]

s__Francisella halioticida [0.17]

s__Francisella sp000764555 [0.23]

s__Francisella_A adeliensis [0.19]

s__Allofrancisella inopinata [0.22]

s__Allofrancisella frigidaquae [0.24]

s__Allofrancisella guangzhouensis [0.23]

s__Pseudofrancisella frigiditurris [0.22]

s__Thiomicrorhabdus xiamenensis [0.28]

s__Thiomicrorhabdus sp011398355 [0.25]

s__Thiomicrorhabdus indica [0.26]

s__Thiomicrorhabdus sediminis [0.24]

s__Thiomicrorhabdus aquaedulcis [0.2]

s__Hydrogenovibrio crunogenus_B [0.24]

s__Hydrogenovibrio thermophilus [0.25]

s__Hydrogenovibrio marinus [0.24]

s__Thiosulfativibrio zosterae [0.25]

s__Thiomicrospira cyclica [0.24]

s__Thiomicrospira aerophila [0.25]

s__Ruthia sp016592595 [0.09]

s__Ruthia endofausta [0.08]

s__Ruthia sp016592615 [0.06]

s__Ruthia magnifica [0.09]

s__Vesicomyosocius okutanii [0.11]

s__Vesicomyosocius sp014706615 [0.11]

s__Thioglobus autotrophicus [0.12]

s__Thiodubiliella sp001547755 [0.13]

s__Thiodubiliella sp001875585 [0.12]

s__Pseudothioglobus singularis_A [0.1]

s__Pseudothioglobus singularis [0.09]

s__Cardiobacterium hominis [0.2]

s__Spiribacter salinus [0.27]

s__Spiribacter sp009676705 [0.26]

s__Spiribacter curvatus [0.28]

s__Halorhodospira halophila [0.34]

s__Halorhodospira halochloris [0.33]

s__Alkalilimnicola ehrlichii [0.35]

s__Aquisalimonas sp012044895 [0.35]

s__Halothiobacillus sp001663815 [0.29]

s__Halothiobacillus neapolitanus [0.24]

s__Guyparkeria halophila [0.31]

s__Thioalkalivibrio_B nitratireducens [0.25]

s__Thioalkalivibrio_B paradoxus [0.24]

s__Thioalkalivibrio sp000025545 [0.26]

s__Ectothiorhodospira sp001632845 [0.25]

s__Thioalkalivibrio_A sulfidiphilus [0.24]

s__Acidihalobacter yilgarnenesis [0.26]

s__Thiothrix unzii [0.29]

s__Thiothrix sp017901155 [0.25]

s__Thiothrix sp017901135 [0.29]

s__Thiothrix sp016772315 [0.26]

s__Granulosicoccus antarcticus [0.13]

s__Thermochromatium tepidum [0.2]

s__Allochromatium vinosum [0.22]

s__Caldichromatium japonicum [0.19]

s__Chromatium violascens [0.2]

s__Marichromatium purpuratum [0.26]

s__Thiodictyon syntrophicum [0.18]

s__Thioflavicoccus mobilis [0.24]

s__Thiolapillus brandeum [0.22]

s__MONJU sp000801295 [0.23]

s__Sedimenticola thiotaurini [0.23]

s__Steroidobacter denitrificans [0.18]

s__Thiohalobacter thiocyanaticus_A [0.24]

s__Methylophaga frappieri [0.21]

s__Methylophaga nitratireducenticrescens [0.19]

s__Beggiatoa leptomitoformis [0.21]

s__Reidiella endopervernicosa [0.21]

s__Sulfuriflexus mobilis [0.24]

s__Sulfurivermis fontis [0.28]

s__Methylomonas sp015711015 [0.17]

s__Methylomonas methanica_B [0.17]

s__Methylomonas rhizoryzae [0.19]

s__Methylomonas sp000702925 [0.17]

s__Methylomonas paludis [0.14]

s__Methylotuvimicrobium sp003932755 [0.18]

s__Methylotuvimicrobium alcaliphilum [0.15]

s__EFPC2 sp016925495 [0.2]

s__Methylospira mobilis [0.2]

s__Methylocaldum marinum [0.21]

s__Methylococcus sp012769535 [0.2]

s__Sulfurifustis variabilis [0.22]

s__Sulfuricaulis limicola [0.21]

s__Acidiferrobacter sp003184265 [0.24]

s__Stenotrophomonas maltophilia_AL [0.15]

s__Stenotrophomonas maltophilia_G [0.16]

s__Stenotrophomonas maltophilia_F [0.17]

s__Stenotrophomonas maltophilia_AJ [0.17]

s__Stenotrophomonas sp002192255 [0.16]

s__Stenotrophomonas maltophilia [0.17]

s__Stenotrophomonas maltophilia_A [0.17]

s__Stenotrophomonas maltophilia_O [0.16]

s__Stenotrophomonas maltophilia_L [0.16]

s__Stenotrophomonas sp013364355 [0.15]

s__Stenotrophomonas sp014621775 [0.15]

s__Stenotrophomonas maltophilia_AO [0.17]

s__Stenotrophomonas maltophilia_AP [0.15]

s__Stenotrophomonas rhizophila_A [0.16]

s__Stenotrophomonas acidaminiphila_A [0.16]

s__Stenotrophomonas nitritireducens_A [0.18]

s__Xanthomonas vesicatoria [0.16]

s__Xanthomonas campestris_C [0.16]

s__Xanthomonas phaseoli [0.16]

s__Xanthomonas oryzae [0.14]

s__Xanthomonas fragariae [0.15]

s__Xanthomonas fragariae_A [0.14]

s__Xanthomonas sp905142465 [0.16]

s__Xanthomonas campestris [0.16]

s__Xylella taiwanensis [0.13]

s__Xylella fastidiosa [0.14]

s__Xanthomonas_A sp014236855 [0.17]

s__Xanthomonas_A hyacinthi [0.16]

s__Xanthomonas_A theicola [0.14]

s__Pseudoxanthomonas suwonensis_B [0.21]

s__Pseudoxanthomonas suwonensis_A [0.19]

s__Luteimonas sp014212025 [0.16]

s__Luteimonas sp016615815 [0.15]

s__Luteimonas granuli [0.17]

s__Luteimonas sp016615955 [0.16]

s__Luteimonas chenhongjianii [0.15]

s__Luteimonas yindakuii [0.14]

s__Luteimonas sp004118975 [0.15]

s__Lysobacter_A helvus [0.18]

s__Thermomonas sp006337105 [0.17]

s__Thermomonas sp011302915 [0.16]

s__Thermomonas carbonis [0.14]

s__Thermomonas brevis [0.17]

s__Thermomonas sp014678725 [0.16]

s__Lysobacter_B oculi [0.12]

s__Lysobacter_B sp011300685 [0.15]

s__Lysobacter gummosus [0.19]

s__Lysobacter capsici_A [0.19]

s__Lysobacter antibioticus [0.2]

s__Lysobacter enzymogenes_C [0.2]

s__Lysobacter sp018847975 [0.21]

s__Lysobacter arenosi [0.18]

s__Lysobacter solisilvae_A [0.16]

s__Lysobacter solisilvae [0.18]

s__Lysobacter sp003367355 [0.16]

s__Lysobacter alkalisoli [0.19]

s__Lysobacter sp015209765 [0.17]

s__Lysobacter sp015209725 [0.18]

s__Lysobacter sp907164845 [0.18]

s__Dyella japonica_C [0.2]

s__Dyella sp014297575 [0.2]

s__Rhodanobacter sp001427365 [0.18]

s__Rhodanobacter denitrificans [0.21]

s__Dyella_B sp004114615 [0.16]

s__Dyella_B caseinilytica [0.21]

s__Aerosticca soli [0.21]

s__Dyella_A thiooxydans [0.21]

s__Frateuria aurantia [0.19]

s__Luteibacter rhizovicinus [0.16]

s__Luteibacter pinisoli [0.16]

s__Dokdonella koreensis [0.18]

s__Pseudolysobacter antarcticus [0.14]

s__Ahniella affigens [0.2]

s__Wenzhouxiangella sp014725735 [0.21]

s__Wenzhouxiangella marina [0.18]

s__Solimonas_A sp003428335 [0.22]

s__Sinimarinibacterium sp010092425 [0.21]

s__Salinisphaera sp003177035 [0.19]

s__Immundisolibacter cernigliae [0.23]

s__Buchnera aphidicola_A [0.15]

s__Buchnera aphidicola_I [0.16]

s__Buchnera aphidicola_S [0.17]

s__Buchnera aphidicola_AP [0.15]

s__Buchnera aphidicola_Z [0.15]

s__Buchnera aphidicola_BE [0.13]

s__Buchnera aphidicola_B [0.13]

s__Buchnera aphidicola_C [0.14]

s__Buchnera aphidicola_AE [0.15]

s__Buchnera aphidicola_D [0.16]

s__Buchnera aphidicola_AZ [0.17]

s__Buchnera aphidicola_E [0.15]

s__Buchnera aphidicola_U [0.14]

s__Buchnera aphidicola_AW [0.15]

s__Buchnera aphidicola_P [0.14]

s__Buchnera aphidicola_AL [0.15]

s__Buchnera aphidicola_O [0.13]

s__Buchnera aphidicola_AG [0.16]

s__Buchnera aphidicola_H [0.13]

s__Buchnera aphidicola_N [0.13]

s__Buchnera aphidicola_J [0.12]

s__Buchnera aphidicola_K [0.16]

s__Buchnera aphidicola_F [0.11]

s__Buchnera aphidicola_G [0.12]

s__Buchnera aphidicola_L [0.16]

s__Buchnera aphidicola_M [0.12]

s__Buchnera aphidicola_X [0.11]

s__Buchnera aphidicola_T [0.15]

s__Nardonella dryophthoridicola [0.03]

s__Nardonella sp004296475 [-0.01]

s__Nardonella sp004296515 [0.01]

s__Nardonella sp004296535 [0.01]

s__Purcelliella pentastirinorum [0.14]

s__GCA-012562765 sp012562765 [0.14]

s__GCA-012562765 sp012571345 [0.12]

s__Blochmannia sp009827135 [0.13]

s__Blochmannia pennsylvanicus_A [0.12]

s__Blochmannia vafer [0.13]

s__Blochmannia sp000973505 [0.17]

s__Blochmannia sp014857065 [0.17]

s__Blochmannia sp000973545 [0.15]

s__Wigglesworthia glossinidia_B [0.08]

s__Tachikawaea gelatinosa [0.11]

s__Portiera aleyrodidarum [0.15]

s__GCF-002776555 sp002776555 [0.09]

s__Woeseia oceani [0.2]

s__Burkholderia pyrrocinia_B [0.25]

s__Burkholderia stabilis [0.25]

s__Burkholderia pyrrocinia [0.24]

s__Burkholderia cepacia_F [0.24]

s__Burkholderia cepacia [0.24]

s__Burkholderia cenocepacia_B [0.24]

s__Burkholderia sp001522585 [0.25]

s__Burkholderia sp002223185 [0.25]

s__Burkholderia vietnamiensis [0.24]

s__Burkholderia latens_A [0.25]

s__Burkholderia diffusa_B [0.24]

s__Burkholderia ambifaria [0.25]

s__Burkholderia multivorans [0.26]

s__Burkholderia acidophila [0.24]

s__Burkholderia ubonensis [0.25]

s__Burkholderia mallei [0.23]

s__Burkholderia thailandensis [0.24]

s__Burkholderia sp001524625 [0.24]

s__Burkholderia oklahomensis [0.24]

s__Burkholderia glumae [0.21]

s__Burkholderia plantarii [0.21]

s__Burkholderia gladioli [0.23]

s__Trinickia sp005280735 [0.24]

s__Paraburkholderia sp000178415 [0.24]

s__Paraburkholderia xenovorans [0.24]

s__Paraburkholderia aromaticivorans [0.25]

s__Paraburkholderia aromaticivorans_A [0.24]

s__Paraburkholderia phytofirmans [0.24]

s__Paraburkholderia caffeinilytica [0.23]

s__Paraburkholderia sp001634365 [0.24]

s__Paraburkholderia megapolitana [0.22]

s__Paraburkholderia hospita [0.26]

s__Paraburkholderia terrae [0.26]

s__Paraburkholderia sp013426915 [0.25]

s__Paraburkholderia sp013426895 [0.26]

s__Paraburkholderia caribensis [0.25]

s__Paraburkholderia phymatum [0.25]

s__Paraburkholderia sp001922345 [0.24]

s__Paraburkholderia acidiphila [0.26]

s__Paraburkholderia acidisoli [0.22]

s__Caballeronia sp902833455 [0.22]

s__Caballeronia insecticola [0.24]

s__Caballeronia sp001557535 [0.2]

s__Caballeronia sp011493005 [0.23]

s__Mycetohabitans rhizoxinica [0.16]

s__Mycetohabitans tarda [0.1]

s__Mycoavidus cysteinexigens [0.15]

s__Mycoavidus sp014218255 [0.13]

s__Pandoraea faecigallinarum [0.23]

s__Pandoraea vervacti [0.22]

s__Pandoraea sputorum [0.21]

s__Pandoraea oxalativorans [0.2]

s__Pandoraea pnomenusa [0.23]

s__Pandoraea apista [0.23]

s__Pandoraea fibrosis [0.22]

s__Pandoraea pulmonicola [0.23]

s__Pandoraea norimbergensis [0.23]

s__Pandoraea thiooxydans [0.22]

s__Cupriavidus pauculus_C [0.21]

s__Cupriavidus sp018729255 [0.19]

s__Cupriavidus metallidurans [0.23]

s__Cupriavidus pauculus_D [0.21]

s__Cupriavidus basilensis [0.22]

s__Cupriavidus malaysiensis [0.25]

s__Ralstonia pseudosolanacearum [0.2]

s__Ralstonia syzygii [0.21]

s__Polynucleobacter sp018687535 [0.09]

s__Polynucleobacter sp018687815 [0.1]

s__Polynucleobacter sp018687075 [0.09]

s__Polynucleobacter necessarius_E [0.07]

s__Polynucleobacter sp018687275 [0.1]

s__Polynucleobacter necessarius_H [0.06]

s__Polynucleobacter sp018688315 [0.09]

s__Polynucleobacter necessarius_K [0.07]

s__Polynucleobacter sp018687195 [0.11]

s__Polynucleobacter sp013307225 [0.1]

s__Polynucleobacter necessarius_G [0.07]

s__Polynucleobacter necessarius_F [0.08]

s__Polynucleobacter sp001870365 [0.11]

s__Polynucleobacter asymbioticus [0.1]

s__Polynucleobacter sp018687495 [0.08]

s__Polynucleobacter sp018687735 [0.08]

s__Polynucleobacter sp018688255 [0.09]

s__Polynucleobacter sp018688155 [0.1]

s__Polynucleobacter duraquae [0.09]

s__Polynucleobacter sp018687675 [0.1]

s__Polynucleobacter sp018688335 [0.1]

s__Polynucleobacter necessarius_I [0.08]

s__Polynucleobacter asymbioticus_C [0.08]

s__Polynucleobacter sp018688375 [0.1]

s__Polynucleobacter sp018687975 [0.09]

s__Polynucleobacter sp013307245 [0.09]

s__Polynucleobacter asymbioticus_B [0.07]

s__Polynucleobacter sp018687555 [0.08]

s__Polynucleobacter difficilis [0.11]

s__Polynucleobacter sp009928245 [0.09]

s__Polynucleobacter sp018687515 [0.12]

s__Polynucleobacter sp018687615 [0.12]

s__Janthinobacterium tructae [0.16]

s__Janthinobacterium sp001758725 [0.16]

s__Janthinobacterium sp002002885 [0.16]

s__Janthinobacterium sp001865675 [0.16]

s__Janthinobacterium agaricidamnosum [0.15]

s__Pseudoduganella armeniaca [0.16]

s__Pseudoduganella plicata [0.16]

s__Pseudoduganella albidiflava [0.18]

s__Pseudoduganella sp001191005 [0.2]

s__Duganella sp003217375 [0.16]

s__Massilia putida [0.19]

s__Massilia sp012849555 [0.15]

s__Massilia sp001412595 [0.19]

s__Massilia sp014171595 [0.12]

s__Massilia sp015101885 [0.17]

s__Massilia violaceinigra [0.15]

s__Massilia sp001485665 [0.13]

s__Undibacterium sp009937955 [0.15]

s__Undibacterium sp009937975 [0.15]

s__Undibacterium parvum [0.12]

s__Collimonas arenae_A [0.17]

s__Collimonas pratensis [0.17]

s__Collimonas fungivorans_A [0.18]

s__Collimonas fungivorans [0.17]

s__Collimonas arenae [0.17]

s__Glaciimonas sp016917355 [0.16]

s__Herbaspirillum rubrisubalbicans [0.2]

s__Herbaspirillum huttiense [0.2]

s__Herbaspirillum seropedicae [0.2]

s__Herbaspirillum hiltneri [0.19]

s__Herbaspirillum sp002257565 [0.2]

s__Herminiimonas arsenitoxidans [0.17]

s__Herminiimonas sp000013625 [0.18]

s__Paucimonas sp004114795 [0.17]

s__Noviherbaspirillum sp007874125 [0.18]

s__Oxalobacter formigenes [0.17]

s__Comamonas testosteroni_B [0.21]

s__Comamonas testosteroni_F [0.21]

s__Comamonas sp019186805 [0.2]

s__Comamonas koreensis [0.18]

s__Comamonas antarcticus [0.16]

s__Diaphorobacter_A sp011305535 [0.22]

s__Diaphorobacter_A sp011305995 [0.23]

s__Diaphorobacter_A aerolatus [0.19]

s__Diaphorobacter_A ruginosibacter [0.2]

s__Comamonas_C sp019195435 [0.2]

s__Comamonas_C sp007954405 [0.2]

s__Pulveribacter suum [0.18]

s__Melaminivora_A sp003008575 [0.2]

s__Alicycliphilus denitrificans [0.23]

s__Acidovorax_C sp011303755 [0.17]

s__Acidovorax_F monticola [0.17]

s__Acidovorax_A avenae [0.17]

s__Acidovorax sp001714725 [0.14]

s__Acidovorax sp000302535 [0.17]

s__Acidovorax sp002754495 [0.15]

s__Acidovorax sp002176815 [0.18]

s__Acidovorax carolinensis [0.17]

s__Acidovorax eiseniae [0.17]

s__Giesbergeria suum [0.16]

s__Xylophilus rhododendri [0.13]

s__Variovorax sp017161115 [0.16]

s__Variovorax paradoxus_C [0.16]

s__Variovorax sp014302995 [0.15]

s__Variovorax paradoxus_H [0.18]

s__Variovorax sp003019815 [0.16]

s__Variovorax paradoxus_G [0.18]

s__Variovorax paradoxus_E [0.17]

s__Variovorax sp001577265 [0.12]

s__Variovorax sp014303735 [0.11]

s__Variovorax sp901827205 [0.17]

s__Variovorax sp901827175 [0.17]

s__Variovorax sp901827155 [0.17]

s__Variovorax sp901827185 [0.17]

s__Rhodoferax sp006974105 [0.12]

s__Rhodoferax saidenbachensis [0.13]

s__Rhodoferax sp017798165 [0.13]

s__Rhodoferax sp017948265 [0.12]

s__Rhodoferax ferrireducens [0.14]

s__Hylemonella sp013334205 [0.18]

s__Rhodoferax_A sediminis [0.17]

s__Polaromonas sp000013865 [0.17]

s__Polaromonas naphthalenivorans [0.15]

s__Polaromonas sp003711205 [0.13]

s__Polaromonas vacuolata [0.11]

s__Rhodoferax_B koreense [0.14]

s__Ramlibacter tataouinensis [0.17]

s__Ramlibacter tataouinensis_B [0.19]

s__Limnohabitans_A sp001412575 [0.11]

s__Limnohabitans_A sp001412535 [0.12]

s__Ottowia sp017498525 [0.17]

s__Ottowia oryzae [0.15]

s__Ottowia sp001262075 [0.19]

s__Comamonas_E serinivorans [0.15]

s__Hydrogenophaga sp010104355 [0.14]

s__Hydrogenophaga sp001713375 [0.14]

s__Hydrogenophaga sp009859475 [0.16]

s__Hydrogenophaga sp004795855 [0.13]

s__Hydrogenophaga crassostreae [0.13]

s__Hydrogenophaga sp011388215 [0.16]

s__Serpentinomonas mccroryi [0.16]

s__Serpentinomonas raichei [0.14]

s__Symbiobacter mobilis [0.13]

s__Paucibacter_A sp001477625 [0.16]

s__Kinneretia sp015624425 [0.21]

s__Mitsuaria sp001653795 [0.18]

s__Inhella inkyongensis [0.09]

s__Ideonella filiformis [0.17]

s__Rubrivivax gelatinosus_A [0.17]

s__Rhizobacter gummiphilus [0.14]

s__Leptothrix cholodnii [0.17]

s__Sphaerotilus sulfidivorans [0.17]

s__Aquabacterium olei [0.15]

s__Methylibium petroleiphilum [0.19]

s__Schlegelella thermodepolymerans [0.23]

s__Polyangium_A brachysporum [0.21]

s__Thiomonas intermedia [0.15]

s__Achromobacter spanius [0.21]

s__Achromobacter spanius_C [0.21]

s__Achromobacter spanius_B [0.21]

s__Achromobacter deleyi_A [0.21]

s__Achromobacter spanius_D [0.21]

s__Achromobacter insuavis_A [0.2]

s__Achromobacter xylosoxidans [0.21]

s__Achromobacter xylosoxidans_B [0.23]

s__Achromobacter pestifer_A [0.24]

s__Achromobacter bronchisepticus_A [0.23]

s__Achromobacter sp002902905 [0.23]

s__Bordetella_A petrii [0.22]

s__Bordetella_B sp002119665 [0.2]

s__Bordetella pertussis [0.26]

s__Bordetella_C bronchialis [0.23]

s__Bordetella_C sp002119685 [0.22]

s__Bordetella_C sp001704295 [0.23]

s__Bordetella_C sp002119725 [0.24]

s__Bordetella_C flabilis [0.23]

s__Orrella dioscoreae [0.21]

s__Algicoccus marinus [0.21]

s__Alcaligenes sp017377875 [0.19]

s__Alcaligenes faecalis [0.18]

s__Alcaligenes faecalis_C [0.19]

s__Pusillimonas_C sp000209655 [0.2]

s__Pusillimonas_D thiosulfatoxidans [0.2]

s__Pusillimonas_A sp011388195 [0.2]

s__Pelistega ratti [0.22]

s__Taylorella equigenitalis [0.18]

s__Basilea psittacipulmonis [0.2]

s__Advenella mimigardefordensis [0.22]

s__Advenella kashmirensis [0.19]

s__Pigmentiphaga aceris [0.13]

s__Pigmentiphaga sp003854895 [0.22]

s__Limnobacter sp002954425 [0.22]

s__Hydromonas cinctiostellae [0.18]

s__Sutterella megalosphaeroides [0.28]

s__Sutterella faecalis [0.25]

s__Lautropia mirabilis [0.16]

s__Casimicrobium huifangae [0.16]

s__Thauera chlorobenzoica [0.23]

s__Thauera aromatica [0.24]

s__Thauera humireducens [0.23]

s__Thauera sp002354895 [0.26]

s__Azoarcus_C communis_B [0.24]

s__Azoarcus_C communis_A [0.23]

s__Azoarcus sp006496635 [0.26]

s__Azoarcus olearius [0.24]

s__Thauera_A hydrothermalis [0.22]

s__Aromatoleum bremense [0.25]

s__Aromatoleum aromaticum [0.26]

s__Aromatoleum sp000349945 [0.29]

s__Aromatoleum petrolei [0.28]

s__Azoarcus_D pumilus [0.27]

s__Hydrogenophilus thermoluteolus [0.36]

s__Denitromonas sp010983895 [0.24]

s__Denitromonas sp017309585 [0.24]

s__Niveibacterium microcysteis [0.22]

s__Methyloversatilis sp001713355 [0.21]

s__Sulfuritalea hydrogenivorans [0.19]

s__Rugosibacter aromaticivorans [0.22]

s__Denitratisoma oestradiolicum [0.23]

s__Azo-2 sp018906035 [0.17]

s__Azospira_A restricta [0.25]

s__Azonexus sp016864195 [0.17]

s__Azonexus sp003441615 [0.16]

s__Oryzomicrobium terrae [0.18]

s__Fluviibacter phosphoraccumulans [0.16]

s__Sulfuriferula_A sp002162035 [0.23]

s__Sulfuriferula_A nivalis [0.2]

s__Sulfuriferula plumbiphila [0.23]

s__Sulfurimicrobium lacus [0.24]

s__Sulfuricella denitrificans [0.21]

s__Nitrotoga sp013168275 [0.18]

s__Sideroxydans lithotrophicus [0.25]

s__Ferriphaselus amnicola [0.22]

s__Gallionella kumadai [0.24]

s__Gallionella capsiferriformans [0.21]

s__Nitrosospira multiformis [0.2]

s__Nitrosospira briensis [0.18]

s__Nitrosospira lacus [0.2]

s__Nitrosomonas stercoris [0.16]

s__Nitrosomonas communis [0.21]

s__Nitrosomonas ureae [0.19]

s__Usitatibacter palustris [0.16]

s__Usitatibacter rugosus [0.16]

s__Thiobacillus denitrificans_B [0.21]

s__Sulfuritortus calidifontis [0.26]

s__Neisseria lactamica [0.18]

s__Neisseria meningitidis [0.18]

s__Neisseria cinerea [0.19]

s__Neisseria subflava [0.21]

s__Neisseria sp000186165 [0.2]

s__Neisseria flavescens [0.2]

s__Neisseria sicca_D [0.2]

s__Neisseria sicca [0.2]

s__Neisseria brasiliensis [0.2]

s__Neisseria sp002327085 [0.18]

s__Neisseria sp011038745 [0.19]

s__Neisseria chenwenguii [0.2]

s__Neisseria animalis [0.17]

s__Neisseria sp002237445 [0.2]

s__Neisseria bacilliformis [0.21]

s__Neisseria dentiae [0.18]

s__Neisseria musculi [0.17]

s__Neisseria zalophi [0.21]

s__Neisseria zoodegmatis [0.2]

s__Neisseria animaloris [0.19]

s__Neisseria weaveri [0.21]

s__Neisseria canis [0.19]

s__Simonsiella muelleri [0.15]

s__Alysiella filiformis [0.17]

s__Kingella_B oralis [0.17]

s__Conchiformibius steedae [0.17]

s__Eikenella corrodens [0.2]

s__Eikenella exigua [0.22]

s__Eikenella corrodens_B [0.2]

s__26B sp016894345 [0.2]

s__Snodgrassella alvi [0.19]

s__UBA11063 sp002892535 [0.18]

s__Chromobacterium phragmitis [0.23]

s__Chromobacterium violaceum [0.26]

s__Chromobacterium sp002848345 [0.24]

s__Chromobacterium paludis [0.23]

s__Aquitalea denitrificans [0.23]

s__Aquitalea magnusonii_B [0.23]

s__Aquitalea aquatilis [0.21]

s__Paludibacterium paludis [0.22]

s__Paludibacterium sp018802765 [0.25]

s__Rivicola sp002002905 [0.19]

s__Iodobacter sp000969645 [0.16]

s__Iodobacter sp003952345 [0.17]

s__Iodobacter fluviatilis_A [0.17]

s__Chitinibacter sp013403565 [0.21]

s__Chitinibacter fontanus [0.21]

s__Deefgea sp013284055 [0.18]

s__Jeongeupia sp015140455 [0.19]

s__Jeongeupia sp001808185 [0.21]

s__Chitinolyticbacter meiyuanensis [0.23]

s__Chitinimonas arctica [0.19]

s__Methylotenera mobilis [0.17]

s__Methylotenera versatilis [0.15]

s__Methylophilus sp001183865 [0.19]

s__Methylopumilus_A turicensis [0.11]

s__Methylobacillus flagellatus [0.21]

s__Methylopumilus planktonicus [0.09]

s__Kinetoplastibacterium galatii [0.08]

s__Kinetoplastibacterium oncopeltii [0.11]

s__Kinetoplastibacterium blastocrithidii [0.11]

s__Kinetoplastibacterium desouzaii [0.12]

s__Kinetoplastibacterium crithidii [0.08]

s__Kinetoplastibacterium sorsogonicusi [0.1]

s__Profftella armatura [0.09]

s__Acidithiobacillus ferrooxidans [0.32]

s__Acidithiobacillus ferridurans [0.31]

s__Acidithiobacillus thiooxidans [0.34]

s__Acidithiobacillus_A caldus [0.36]

s__Mariprofundus ferrinatatus [0.34]

s__Mariprofundus aestuarium [0.33]

s__Rhizobium leguminosarum_E [0.34]

s__Rhizobium leguminosarum_J [0.34]

s__Rhizobium indicum [0.35]

s__Rhizobium leguminosarum_L [0.35]

s__Rhizobium leguminosarum_K [0.34]

s__Rhizobium acidisoli [0.33]

s__Rhizobium sp001664485 [0.34]

s__Rhizobium sp017357385 [0.33]

s__Rhizobium sp000172795 [0.34]

s__Rhizobium binae [0.35]

s__Rhizobium sp002117485 [0.33]

s__Rhizobium etli [0.34]

s__Rhizobium sp017948245 [0.35]

s__Rhizobium bangladeshense [0.35]

s__Rhizobium lentis [0.33]

s__Rhizobium sp018987265 [0.36]

s__Rhizobium yanglingense [0.32]

s__Rhizobium gallicum [0.34]

s__Rhizobium etli_B [0.35]

s__Rhizobium sp900468685 [0.34]

s__Rhizobium grahamii_A [0.33]

s__Rhizobium sp002277895 [0.35]

s__Rhizobium tropici [0.34]

s__Rhizobium sp003627795 [0.33]

s__Rhizobium jaguaris [0.33]

s__Rhizobium sp002944315 [0.35]

s__Agrobacterium fabrum [0.35]

s__Agrobacterium sp900012625 [0.35]

s__Agrobacterium tumefaciens_B [0.35]

s__Agrobacterium deltaense [0.34]

s__Agrobacterium sp900013535 [0.34]

s__Agrobacterium oryzihabitans [0.32]

s__Agrobacterium larrymoorei [0.32]

s__Neorhizobium galegae [0.33]

s__Neorhizobium sp003491345 [0.32]

s__Neorhizobium sp003597675 [0.32]

s__Pseudorhizobium flavum [0.32]

s__Rhizobium_A rhizoryzae [0.34]

s__Rhizobium_A pseudoryzae [0.34]

s__Allorhizobium sp001724035 [0.33]

s__Allorhizobium sp001713475 [0.33]

s__Allorhizobium sp002600635 [0.34]

s__Allorhizobium thiooxidans [0.36]

s__Allorhizobium vitis_D [0.31]

s__Sinorhizobium sojae [0.35]

s__Sinorhizobium alkalisoli [0.37]

s__Sinorhizobium fredii_C [0.37]

s__Sinorhizobium mexicanum [0.37]

s__Ensifer adhaerens [0.35]

s__Ensifer sp000799055 [0.35]

s__BG8 sp016864555 [0.33]

s__Shinella sp016839145 [0.34]

s__Martelella mediterranea [0.36]

s__Martelella sp013459645 [0.34]

s__Martelella sp001578105 [0.37]

s__Martelella endophytica [0.36]

s__Hoeflea sp001011155 [0.29]

s__Lentilitoribacter sp900537175 [0.27]

s__Georhizobium profundi [0.31]

s__Mesorhizobium japonicum [0.28]

s__Mesorhizobium sp016756495 [0.29]

s__Mesorhizobium huakuii_A [0.27]

s__Mesorhizobium sp013170825 [0.29]

s__Mesorhizobium loti_D [0.29]

s__Mesorhizobium loti_B [0.29]

s__Mesorhizobium sp013170805 [0.29]

s__Mesorhizobium opportunistum [0.29]

s__Mesorhizobium australicum [0.28]

s__Mesorhizobium sp015500075 [0.28]

s__Mesorhizobium ciceri [0.29]

s__Mesorhizobium sp003952365 [0.29]

s__Mesorhizobium sp004020105 [0.29]

s__Mesorhizobium amorphae_B [0.3]

s__Mesorhizobium sp016756535 [0.31]

s__Mesorhizobium sp003952485 [0.29]

s__Mesorhizobium sp003952465 [0.3]

s__Mesorhizobium sp003952385 [0.3]

s__Mesorhizobium sp002294945 [0.29]

s__Mesorhizobium sp003952425 [0.3]

s__Mesorhizobium sp016591715 [0.3]

s__Mesorhizobium terrae [0.32]

s__Mesorhizobium sp004136315 [0.31]

s__Mesorhizobium_F sp015500055 [0.26]

s__DUSC01 sp016756615 [0.32]

s__Mesorhizobium_E oceanicum [0.3]

s__Mesorhizobium_E sp014495845 [0.34]

s__Nitratireductor_D sp007922615 [0.33]

s__Oricola thermophila [0.34]

s__Roseitalea porphyridii [0.31]

s__Aureimonas populi [0.28]

s__Aureimonas mangrovi [0.26]

s__Aureimonas altamirensis_A [0.3]

s__Aureimonas sp001442755 [0.27]

s__Salaquimonas pukyongi [0.25]

s__Roseibium sp009363435 [0.31]

s__Roseibium sp002237595 [0.31]

s__Roseibium aggregatum_A [0.31]

s__Roseibium sp006517275 [0.31]

s__Polymorphum gilvum [0.36]

s__Stappia indica_A [0.33]

s__Breoghania sp003432385 [0.26]

s__Kaistia sp016629525 [0.3]

s__Hartmannibacter diazotrophicus [0.33]

s__Bradyrhizobium guangzhouense [0.27]

s__Bradyrhizobium guangdongense [0.27]

s__Bradyrhizobium sp015291665 [0.26]

s__Bradyrhizobium diazoefficiens_F [0.28]

s__Bradyrhizobium arachidis [0.29]

s__Bradyrhizobium diazoefficiens_H [0.27]

s__Bradyrhizobium japonicum [0.27]

s__Bradyrhizobium betae [0.27]

s__Bradyrhizobium cosmicum [0.27]

s__Bradyrhizobium diazoefficiens_D [0.26]

s__Bradyrhizobium sp015624505 [0.28]

s__Bradyrhizobium sp015291645 [0.28]

s__Bradyrhizobium diazoefficiens [0.28]

s__Bradyrhizobium amphicarpaeae [0.27]

s__Bradyrhizobium symbiodeficiens [0.27]

s__Bradyrhizobium ottawaense [0.28]

s__Bradyrhizobium diazoefficiens_E [0.27]

s__Bradyrhizobium sp015291745 [0.27]

s__Bradyrhizobium japonicum_D [0.27]

s__Bradyrhizobium zhanjiangense [0.27]

s__Bradyrhizobium sp011602485 [0.28]

s__Bradyrhizobium sp000296215 [0.28]

s__Bradyrhizobium guangxiense [0.27]

s__Bradyrhizobium sp900176205 [0.27]

s__Bradyrhizobium sp000026145 [0.27]

s__Bradyrhizobium oligotrophicum [0.29]

s__Bradyrhizobium denitrificans [0.28]

s__Bradyrhizobium sp009930815 [0.28]

s__Bradyrhizobium paxllaeri [0.27]

s__Bradyrhizobium icense [0.27]

s__Bradyrhizobium sp005937885 [0.28]

s__Bradyrhizobium sp002831585 [0.28]

s__Bradyrhizobium sp015291625 [0.29]

s__Bradyrhizobium sp015624485 [0.26]

s__Bradyrhizobium sp018736105 [0.25]

s__Nitrobacter hamburgensis [0.24]

s__Nitrobacter winogradskyi [0.2]

s__Rhodopseudomonas palustris_H [0.27]

s__Rhodopseudomonas palustris_F [0.27]

s__Rhodopseudomonas palustris_J [0.26]

s__Tardiphaga sp018279705 [0.24]

s__Afipia carboxidovorans [0.26]

s__Z2-YC6860 sp001579845 [0.28]

s__Pseudolabrys sp005153485 [0.25]

s__Pseudorhodoplanes sinuspersici [0.25]

s__Variibacter gotjawalensis [0.24]

s__Starkeya novella [0.3]

s__Ancylobacter sp009223885 [0.31]

s__Ancyclobacter_A pratisalsi [0.29]

s__ORNL1 sp012971745 [0.3]

s__Xanthobacter sp016807805 [0.31]

s__Azorhizobium caulinodans [0.3]

s__Blastochloris viridis [0.26]

s__Blastochloris tepida [0.27]

s__Ga0077545 sp014191545 [0.25]

s__Methylobacterium sp008000895 [0.21]

s__Methylobacterium mesophilicum [0.25]

s__Methylobacterium radiodurans [0.24]

s__Methylobacterium durans [0.25]

s__Methylobacterium extorquens [0.22]

s__Methylobacterium populi_A [0.23]

s__Methylobacterium terrae [0.26]

s__Methylobacterium aquaticum_C [0.25]

s__Methylobacterium sp003173775 [0.26]

s__Methylobacterium nodulans [0.28]

s__Microvirga sp003151255 [0.26]

s__Microvirga thermotolerans [0.29]

s__Microvirga sp016864375 [0.3]

s__Microvirga ossetica [0.31]

s__Bosea sp011764485 [0.27]

s__Bosea sp008253865 [0.28]

s__Bosea sp002220095 [0.27]

s__Bosea vaviloviae [0.26]

s__Bosea sp001562255 [0.25]

s__Bosea sp001713455 [0.25]

s__Bosea sp003952665 [0.29]

s__Methylocystis bryophila [0.29]

s__Methylocystis heyeri [0.25]

s__Methylocystis sp000304315 [0.24]

s__Methylosinus trichosporium [0.27]

s__Methylosinus sp009936375 [0.28]

s__Methylocella silvestris [0.23]

s__Beijerinckia indica [0.23]

s__Methylovirgula ligni [0.23]

s__Lichenihabitans psoromatis [0.2]

s__Phreatobacter cathodiphilus [0.26]

s__Phreatobacter stygius [0.28]

s__Labrys sp008330945 [0.26]

s__Devosia sp014926585 [0.25]

s__Devosia ginsengisoli [0.27]

s__Devosia sp004005995 [0.25]

s__Devosia sp014127105 [0.27]

s__Youhaiella tibetensis [0.3]

s__Paradevosia shaoguanensis [0.3]

s__Devosia_A sp001402915 [0.28]

s__Pelagibacterium halotolerans [0.3]

s__Hyphomicrobium denitrificans [0.27]

s__Hyphomicrobium denitrificans_A [0.27]

s__Hyphomicrobium sp000253295 [0.27]

s__Hyphomicrobium nitrativorans [0.3]

s__Rhodomicrobium vannielii [0.25]

s__Methyloceanibacter caenitepidi [0.3]

s__Methyloceanibacter sp003071365 [0.29]

s__Methyloligella sp013341275 [0.28]

s__Nordella sp011046735 [0.28]

s__Kaustia mangrovi [0.35]

s__Pyruvatibacter mobilis [0.31]

s__Parvibaculum lavamentivorans [0.33]

s__Sulfitobacter alexandrii [0.31]

s__Sulfitobacter sp009363555 [0.3]

s__Sulfitobacter mediterraneus_A [0.3]

s__Sulfitobacter sp003352065 [0.3]

s__Sulfitobacter sp001634775 [0.32]

s__Sulfitobacter sp006064855 [0.29]

s__Sulfitobacter sp003352085 [0.3]

s__Sulfitobacter sp018200035 [0.3]

s__Roseobacter denitrificans [0.32]

s__Roseobacter litoralis [0.32]

s__Roseobacter ponti [0.33]

s__Ascidiaceihabitans pseudonitzschiae_A [0.3]

s__Tateyamaria omphalii_A [0.29]

s__JL08 sp003352045 [0.31]

s__Leisingera methylohalidivorans [0.34]

s__Leisingera sp004123675 [0.35]

s__Pseudophaeobacter_A gallaeciensis_A [0.36]

s__Epibacterium sp000014065 [0.33]

s__Phaeobacter gallaeciensis [0.34]

s__Phaeobacter piscinae [0.34]

s__Phaeobacter porticola [0.34]

s__Parasedimentitalea marina [0.29]

s__Ruegeria sp003443535 [0.32]

s__Ruegeria sp009363615 [0.33]

s__Ruegeria_B pomeroyi [0.33]

s__Pukyongiella litopenaei [0.34]

s__GCA-004216475 sp004216475 [0.32]

s__Roseovarius mucosus_A [0.34]

s__Roseovarius aestuariivivens_A [0.34]

s__Roseovarius faecimaris [0.35]

s__Roseovarius sp009363655 [0.33]

s__Roseovarius sp009363715 [0.33]

s__Roseovarius indicus [0.36]

s__Cognatishimia activa_A [0.31]

s__Pseudooceanicola antarcticus_A [0.35]

s__Pseudooceanicola algae [0.3]

s__Salipiger profundus [0.36]

s__Salipiger abyssi [0.37]

s__Salipiger sp001687105 [0.34]

s__Salipiger pacificus_A [0.35]

s__AWRV01 sp000504185 [0.34]

s__Sagittula sp002814095 [0.36]

s__Antarctobacter heliothermus_B [0.33]

s__Roseivivax sp009363255 [0.33]

s__Octadecabacter antarcticus [0.26]

s__Octadecabacter arcticus [0.24]

s__Octadecabacter temperatus [0.28]

s__SW4 sp002732825 [0.3]

s__Planktomarina temperata [0.29]

s__Profundibacter amoris [0.3]

s__Halocynthiibacter_B arcticus [0.29]

s__Celeribacter indicus [0.36]

s__Celeribacter_A marinus [0.33]

s__Roseicyclus sp000013565 [0.31]

s__Roseicyclus elongatus [0.33]

s__Rhodophyticola sp004751985 [0.29]

s__Dinoroseobacter shibae [0.32]

s__Qingshengfaniella alkalisoli [0.31]

s__Rhodovulum sp002073975 [0.34]

s__Rhodovulum sulfidophilum [0.35]

s__Rhodovulum sp002079305 [0.36]

s__Vannielia sp006351965 [0.33]

s__Pacificitalea manganoxidans [0.33]

s__Palleronia sp900609015 [0.28]

s__Ketogulonicigenium robustum [0.28]

s__Ketogulonicigenium vulgare [0.28]

s__Marivivens zhoushanense [0.31]

s__Yoonia vestfoldensis_B [0.28]

s__Oceanicola pacificus_A [0.33]

s__Paracoccus sp002359815 [0.31]

s__Paracoccus pantotrophus [0.33]

s__Paracoccus kondratievae [0.33]

s__Paracoccus mutanolyticus [0.21]

s__Paracoccus aminovorans [0.32]

s__Paracoccus aminophilus [0.29]

s__Paracoccus sp014164625 [0.3]

s__Paracoccus contaminans [0.26]

s__Paracoccus suum [0.29]

s__Paracoccus sp002847305 [0.32]

s__Paracoccus zhejiangensis [0.34]

s__Paracoccus liaowanqingii [0.31]

s__Paracoccus jeotgali [0.28]

s__Thioclava nitratireducens [0.38]

s__Thioclava electrotropha [0.39]

s__Rhodobacter capsulatus_B [0.36]

s__LPB0142 sp001856665 [0.36]

s__Frigidibacter mobilis [0.32]

s__Falsirhodobacter sp018279165 [0.31]

s__Cereibacter_A sp002407205 [0.33]

s__Pseudorhodobacter turbinis [0.31]

s__Gemmobacter_B sp003060865 [0.28]

s__Tabrizicola piscis [0.32]

s__MT2928 sp015679265 [0.35]

s__Monaibacterium sp011290545 [0.32]

s__Paroceanicella profunda [0.36]

s__Pikeienuella piscinae [0.33]

s__Brevundimonas sp005484585 [0.21]

s__Brevundimonas vesicularis_A [0.18]

s__Brevundimonas mediterranea_A [0.19]

s__Brevundimonas naejangsanensis_B [0.24]

s__Brevundimonas naejangsanensis_A [0.24]

s__Brevundimonas sp017487345 [0.24]

s__Brevundimonas subvibrioides [0.19]

s__Brevundimonas sp017795885 [0.19]

s__Brevundimonas sp002002865 [0.17]

s__Brevundimonas sp017487405 [0.19]

s__Brevundimonas sp016656965 [0.19]

s__Brevundimonas sp004683885 [0.21]

s__Brevundimonas sp006547065 [0.23]

s__Asticcacaulis excentricus [0.25]

s__Asticcacaulis excentricus_A [0.26]

s__Caulobacter sp002742645 [0.24]

s__Caulobacter vibrioides_D [0.22]

s__Caulobacter segnis [0.26]

s__Caulobacter flavus [0.28]

s__Caulobacter henricii [0.22]

s__Caulobacter rhizosphaerae [0.24]

s__Caulobacter mirabilis [0.29]

s__Phenylobacterium zucineum [0.28]

s__Phenylobacterium parvum [0.27]

s__BOG-935 sp018135625 [0.25]

s__Terricaulis silvestris [0.27]

s__Terricaulis sp001679665 [0.26]

s__Hyphomonas neptunium [0.32]

s__Henriciella sp001854405 [0.33]

s__Hirschia baltica [0.27]

s__Maricaulis maris_A [0.33]

s__Hyphobacterium sp014323565 [0.28]

s__Glycocaulis alkaliphilus [0.34]

s__Marinicauda algicola [0.37]

s__Parvularcula bermudensis [0.28]

s__Erythrobacter sp002952215 [0.27]

s__Erythrobacter neustonensis [0.22]

s__Erythrobacter sp001720465 [0.26]

s__Erythrobacter litoralis [0.27]

s__Erythrobacter sp003264115 [0.26]

s__Erythrobacter sp009363635 [0.28]

s__Erythrobacter sp018205975 [0.27]

s__Erythrobacter ishigakiensis [0.28]

s__Erythrobacter sp011047315 [0.26]

s__Erythrobacter epoxidivorans [0.25]

s__Altererythrobacter_D litoralis_A [0.27]

s__Alteriqipengyuania sp018636735 [0.24]

s__Qipengyuania sp002895025 [0.25]

s__Qipengyuania aurea [0.23]

s__Qipengyuania mangrovi [0.28]

s__Qipengyuania seohaensis [0.24]

s__Qipengyuania sediminis [0.2]

s__Tsuneonella mangrovi [0.26]

s__Tsuneonella dongtanensis [0.25]

s__Pelagerythrobacter marensis [0.27]

s__Alteraurantiacibacter gangjinensis [0.23]

s__Alteraurantiacibacter atlanticus [0.23]

s__Paraurantiacibacter namhicola [0.24]

s__Croceibacterium atlanticum [0.28]

s__Croceibacterium sp003569745 [0.26]

s__Caenibius tardaugens [0.28]

s__Croceicoccus marinus [0.25]

s__Croceicoccus naphthovorans [0.26]

s__Croceicoccus sp016745095 [0.23]

s__Novosphingobium sp003454795 [0.25]

s__Novosphingobium aromaticivorans [0.29]

s__Novosphingobium sp005145025 [0.28]

s__Novosphingobium sp009707465 [0.22]

s__Novosphingobium ginsenosidimutans [0.26]

s__Novosphingobium pentaromativorans [0.28]

s__Novosphingobium sp000813185 [0.28]

s__Novosphingobium resinovorum [0.27]

s__Novosphingobium sp000876675 [0.27]

s__Parasphingorhabdus sp002776575 [0.26]

s__Parasphingorhabdus sp002218195 [0.24]

s__Parasphingorhabdus sp001586275 [0.25]

s__Parasphingorhabdus sp012516475 [0.2]

s__Parasphingorhabdus sp017498565 [0.26]

s__Blastomonas fulva [0.26]

s__Novosphingopyxis sp002683755 [0.25]

s__Sphingorhabdus_B sp001889025 [0.22]

s__Sphingopyxis sp001427085 [0.31]

s__Sphingopyxis sp001984035 [0.29]

s__Sphingopyxis fribergensis [0.27]

s__Sphingopyxis sp004795895 [0.28]

s__Sphingopyxis macrogoltabida_B [0.3]

s__Sphingopyxis macrogoltabida [0.31]

s__Sphingopyxis alaskensis [0.29]

s__Sphingopyxis sp003609835 [0.27]

s__Sphingopyxis sp001278035 [0.28]

s__Sphingopyxis lacunae [0.26]

s__Sphingobium sp001563285 [0.29]

s__Sphingobium herbicidovorans [0.27]

s__Sphingobium sp001658005 [0.27]

s__Sphingobium sp001563265 [0.29]

s__Sphingobium indicum [0.29]

s__Sphingobium baderi_A [0.3]

s__Sphingobium cloacae [0.25]

s__Sphingobium sp009720145 [0.28]

s__Sphingobium amiense [0.27]

s__Sphingobium sp014280435 [0.27]

s__Sphingobium sp001713415 [0.27]

s__Sphingobium sp000283515 [0.3]

s__Sphingomonas taxi [0.2]

s__Sphingomonas insulae [0.2]

s__Sphingomonas sp003355005 [0.23]

s__Sphingomonas sp004795835 [0.2]

s__Sphingomonas sp013374115 [0.21]

s__Sphingomonas sp013344685 [0.26]

s__Sphingomonas sp014217605 [0.23]

s__Sphingomonas panacisoli [0.25]

s__Sphingomonas alpina_A [0.23]

s__Sphingomonas alpina [0.24]

s__Sphingomonas sp016743815 [0.2]

s__Sphingomonas sp013374095 [0.21]

s__Sphingomonas panacis [0.25]

s__Sphingomonas sp002002925 [0.25]

s__Sphingomonas sp002796605 [0.26]

s__Sphingomonas sp007833215 [0.28]

s__Sphingomonas sp014334115 [0.27]

s__Sphingomonas sp011057975 [0.28]

s__Sphingomonas_D sanxanigenens [0.27]

s__Sphingomonas_B sp009913435 [0.23]

s__UBA1936 sp003660165 [0.19]

s__Rhizorhabdus dicambivorans [0.27]

s__Rhizorhabdus sp011044255 [0.27]

s__Sphingomonas_E sp002151445 [0.27]

s__Sphingomonas_G sp009739515 [0.26]

s__Sphingomonas_I sp013113735 [0.24]

s__Zymomonas pomaceae [0.24]

s__Zymomonas mobilis [0.23]

s__Parasphingopyxis algicola [0.28]

s__Parasphingopyxis sp013378055 [0.29]

s__Sphingomicrobium sediminicola [0.21]

s__Sphingomicrobium daechungense [0.16]

s__Sphingomicrobium lutea [0.22]

s__Sphingomicrobium sinipercae [0.22]

s__Sphingomicrobium sp014352855 [0.21]

s__Sphingomicrobium piscis [0.21]

s__Sphingomicrobium ginsengisoli [0.21]

s__Sphingomicrobium rhizophilum [0.21]

s__Sphingomicrobium xanthus [0.22]

s__Sphingomicrobium sp011301715 [0.23]

s__Allosphingosinicella sp004135585 [0.26]

s__Tardibacter chloracetimidivorans [0.28]

s__GCA-014117445 sp014117445 [0.23]

s__Hankyongella ginsenosidimutans [0.13]

s__Paremcibacter congregatus [0.26]

s__Luteithermobacter gelatinilyticus [0.32]

s__Kordiimonas pumila [0.31]

s__Ferrovibrio terrae [0.28]

s__Tistrella mobilis [0.36]

s__Phaeospirillum sp002105535 [0.32]

s__Phaeospirillum sp001511835 [0.32]

s__Phaeospirillum magneticum [0.32]

s__Magnetospirillum gryphiswaldense [0.29]

s__Rhodospirillum rubrum [0.31]

s__Pararhodospirillum photometricum [0.32]

s__Haematospirillum jordaniae [0.27]

s__Thalassospira xiamenensis [0.29]

s__Thalassospira indica [0.32]

s__Thalassospira marina [0.29]

s__Terasakiella sp004564135 [0.29]

s__Defluviicoccus vanus [0.27]

s__Magnetospira sp000968135 [0.33]

s__Endolissoclinum faulkneri_A [0.2]

s__Endolissoclinum faulkneri [0.17]

s__Oecophyllibacter saccharovorans [0.23]

s__Oecophyllibacter sp006542395 [0.23]

s__KACC-21507 sp009906835 [0.24]

s__Swingsia samuiensis [0.18]

s__Neokomagataea tanensis [0.21]

s__Asaia bogorensis [0.2]

s__Kozakia baliensis [0.22]

s__Neoasaia chiangmaiensis [0.19]

s__Acetobacter ascendens [0.22]

s__Acetobacter oryzifermentans [0.23]

s__Acetobacter pasteurianus [0.23]

s__Acetobacter oryzoeni [0.23]

s__Acetobacter sp008365315 [0.23]

s__Acetobacter aceti_B [0.22]

s__Acetobacter aceti [0.23]

s__Komagataeibacter xylinus_D [0.22]

s__Komagataeibacter medellinensis [0.21]

s__Gluconacetobacter diazotrophicus [0.25]

s__Entomobacter blattae [0.2]

s__Commensalibacter sp003202795 [0.17]

s__Lichenicola cladoniae [0.18]

s__Granulibacter bethesdensis_B [0.2]

s__Granulibacter bethesdensis [0.21]

s__Acidiphilium multivorum [0.26]

s__Acidibrevibacterium fodinaquatile [0.28]

s__Roseomonas sp017355405 [0.24]

s__Roseomonas sp017654485 [0.29]

s__Roseomonas gilardii [0.28]

s__Roseococcus sp014764365 [0.23]

s__Elioraea_A sp019203965 [0.26]

s__Hypericibacter adhaerens [0.32]

s__Hypericibacter terrae [0.32]

s__Azospirillum ramasamyi [0.32]

s__Azospirillum lipoferum_C [0.31]

s__Azospirillum sp003116065 [0.33]

s__Azospirillum sp003115975 [0.32]

s__Azospirillum lipoferum_B [0.3]

s__Azospirillum thiophilum [0.32]

s__Azospirillum thermophilum [0.32]

s__Azospirillum sp003119115 [0.33]

s__Azospirillum brasilense [0.33]

s__Skermanella sp016653635 [0.29]

s__Skermanella pratensis [0.28]

s__Niveispirillum cyanobacteriorum [0.31]

s__Indioceanicola profundi [0.33]

s__Nitrospirillum amazonense [0.29]

s__Micavibrio aeruginosavorus_B [0.28]

s__Micavibrio aeruginosavorus_A [0.28]

s__Puniceispirillum marinum [0.28]

s__Paracaedibacter acanthamoebae [0.24]

s__Nucleicultrix amoebiphila [0.27]

s__Wolbachia sp013365455 [0.12]

s__Wolbachia sp000306885 [0.11]

s__Wolbachia sp013365475 [0.1]

s__Wolbachia sp013365495 [0.09]

s__Wolbachia sp012277315 [0.14]

s__Wolbachia sp000829315 [0.11]

s__Wolbachia sp000008385 [0.06]

s__Wolbachia sp013365435 [0.08]

s__Wolbachia sp001439985 [0.15]

s__Wolbachia pipientis_C [0.24]

s__Wolbachia sp000376585 [0.14]

s__Wolbachia pipientis [0.14]

s__Wolbachia sp012277295 [0.14]

s__Wolbachia sp001931755 [0.2]

s__Ehrlichia muris [0.14]

s__Ehrlichia sp000632845 [0.13]

s__Ehrlichia chaffeensis [0.14]

s__Ehrlichia canis [0.12]

s__Ehrlichia ruminantium [0.14]

s__Anaplasma centrale [0.19]

s__Anaplasma ovis [0.17]

s__Neorickettsia risticii [0.05]

s__Neorickettsia sennetsu [0.06]

s__Neorickettsia findlayensis [0.09]

s__Neorickettsia helminthoeca [0.07]

s__Midichloria mitochondrii [0.12]

s__Jidaibacter sp000730245 [0.15]

s__Fokinia solitaria [0.01]

s__Rickettsia typhi [0.1]

s__Rickettsia prowazekii [0.1]

s__Rickettsia rickettsii [0.06]

s__Rickettsia rhipicephali [0.06]

s__Rickettsia tillamookensis [0.1]

s__Rickettsia akari [0.07]

s__Rickettsia canadensis [0.06]

s__Rickettsia bellii [0.11]

s__Rickettsia sp002285905 [0.09]

s__Orientia tsutsugamushi [0.14]

s__Phycorickettsia trachydisci [0.04]

s__RICK01 sp003932735 [0.15]

s__Bartonella kosoyi [0.31]

s__Bartonella krasnovii [0.27]

s__Bartonella tribocorum [0.29]

s__Bartonella alsatica [0.26]

s__Bartonella quintana [0.23]

s__Bartonella henselae [0.24]

s__Bartonella australis [0.27]

s__Bartonella ancashensis [0.24]

s__Bartonella bacilliformis [0.27]

s__Bartonella sp002022505 [0.25]

s__Bartonella sp002022665 [0.24]

s__Bartonella apis_B [0.29]

s__Bartonella apis_A [0.26]

s__Ochrobactrum_A sp018798825 [0.31]

s__Ochrobactrum_A quorumnocens [0.31]

s__Brucella melitensis [0.3]

s__Ochrobactrum anthropi [0.33]

s__Phyllobacterium sp014189505 [0.3]

s__Phyllobacterium zundukense [0.31]

s__HY038 sp014117425 [0.29]

s__Liberibacter solanacearum [0.27]

s__Liberibacter asiaticus [0.23]

s__Liberibacter americanus [0.23]

s__Liberibacter crescens [0.21]

s__Pelagibacter giovannonii [0.07]

s__Pelagibacter ubique [0.06]

s__Pelagibacter sp007833635 [0.06]

s__Fonsibacter ubiquis [0.03]

s__IMCC9063 sp000195085 [0.07]

s__Magnetococcus marinus [0.32]

s__Pseudodesulfovibrio sp012516435 [0.36]

s__Pseudodesulfovibrio profundus [0.33]

s__Pseudodesulfovibrio cashew [0.35]

s__Pseudodesulfovibrio indicus [0.35]

s__Pseudodesulfovibrio mercurii [0.36]

s__Pseudodesulfovibrio aespoeensis [0.36]

s__Pseudodesulfovibrio sp008001235 [0.36]

s__Maridesulfovibrio salexigens [0.36]

s__Desulfovibrio_Q ferrophilus [0.37]

s__Desulfolutivibrio sulfoxidireducens [0.34]

s__Desulfolutivibrio sulfodismutans [0.35]

s__Solidesulfovibrio carbinolicus [0.37]

s__Solidesulfovibrio magneticus [0.37]

s__Desulfovibrio trichonymphae [0.26]

s__Desulfovibrio fairfieldensis [0.39]

s__Desulfovibrio desulfuricans_C [0.35]

s__Desulfovibrio sp900095395 [0.35]

s__Desulfovibrio piger_A [0.38]

s__Lawsonia intracellularis [0.27]

s__Nitratidesulfovibrio vulgaris [0.36]

s__Desulfovibrio_R marinus [0.36]

s__Desulfomicrobium orale [0.29]

s__Desulfomicrobium baculatum [0.32]

s__Desulfohalobium retbaense [0.37]

s__Leptospirillum ferrooxidans [0.36]

s__Leptospirillum_A rubarum [0.37]

s__Bdellovibrio bacteriovorus [0.33]

s__Bdellovibrio bacteriovorus_F [0.36]

s__Bdellovibrio bacteriovorus_C [0.33]

s__Bdellovibrio sp013752535 [0.33]

s__Bdellovibrio sp006874645 [0.33]

s__Bdellovibrio sp006874625 [0.34]

s__Pseudobdellovibrio exovorus [0.28]

s__Halobacteriovorax marinus [0.22]

s__DB6-IX sp003612895 [0.23]

s__Bacteriovorax stolpii [0.2]

s__Myxococcus macrosporus [0.26]

s__Myxococcus xanthus_A [0.25]

s__Myxococcus hansupus [0.24]

s__Myxococcus stipitatus [0.24]

s__Corallococcus coralloides [0.25]

s__Stigmatella aurantiaca_A [0.22]

s__Archangium violaceum_B [0.24]

s__Archangium gephyra [0.24]

s__Archangium violaceum_A [0.25]

s__Cystobacter fuscus_A [0.24]

s__Melittangium boletus [0.22]

s__Vulgatibacter incomptus [0.28]

s__Anaeromyxobacter dehalogenans [0.26]

s__Anaeromyxobacter dehalogenans_B [0.27]

s__Anaeromyxobacter sp000017505 [0.26]

s__Sorangium cellulosum_D [0.22]

s__Sorangium cellulosum_B [0.22]

s__Sorangium cellulosum_E [0.23]

s__Sorangium cellulosum_F [0.21]

s__Chondromyces crocatus [0.18]

s__Labilithrix luteola [0.18]

s__Sandaracinus amylolyticus [0.2]

s__Haliangium ochraceum [0.19]

s__V1718 sp007993755 [0.18]

s__Bradymonas sediminis [0.14]

s__Desulfopila sp005116675 [0.3]

s__Desulfopila sp005116655 [0.3]

s__Desulfotalea psychrophila [0.27]

s__Desulfocapsa sulfexigens [0.25]

s__Desulfobulbus propionicus [0.3]

s__Desulfobulbus oligotrophicus [0.3]

s__Desulfobulbus oralis [0.28]

s__Desulfurivibrio alkaliphilus [0.35]

s__Thermodesulfobacterium sp008630935 [0.43]

s__Thermodesulfobacterium commune [0.44]

s__Thermodesulfobacterium geofontis [0.33]

s__Caldimicrobium thiodismutans [0.39]

s__Thermosulfurimonas_A marina [0.33]

s__Thermodesulfatator indicus [0.42]

s__Thermosulfuriphilus ammonigenes [0.39]

s__Desulfarculus baarsii [0.41]

s__Desulfobacca acetoxidans [0.36]

s__Desulfococcus multivorans [0.41]

s__Desulfonema limicola [0.38]

s__Desulfonema_C magnum [0.38]

s__Desulfosarcina ovata [0.36]

s__Desulfosarcina alkanivorans [0.39]

s__Desulfosarcina widdelii [0.38]

s__Desulfobacula toluolica [0.37]

s__Desulfobacterium_B autotrophicum [0.36]

s__Desulfosudis oleovorans [0.36]

s__Syntrophobacter fumaroxidans [0.41]

s__Desulfoglaeba alkanexedens [0.42]

s__Syntrophus aciditrophicus [0.43]

s__Desulfomonile tiedjei [0.41]

s__Geomonas sp019203205 [0.46]

s__Geomonas sp018986915 [0.45]

s__Geomonas sp018986935 [0.45]

s__Geomonas bemidjiensis [0.47]

s__Geotalea uraniireducens [0.44]

s__Geotalea daltonii [0.45]

s__Geobacter sp017338855 [0.42]

s__Geobacter metallireducens [0.44]

s__Geobacter sulfurreducens [0.44]

s__Geobacter pickeringii [0.42]

s__Pseudopelobacter propionicus [0.45]

s__Pelotalea sp012556225 [0.46]

s__Oryzomonas sp008330225 [0.43]

s__Trichlorobacter lovleyi [0.47]

s__Syntrophotalea acetylenica [0.43]

s__Syntrophotalea carbinolica [0.44]

s__Syntrophotalea_A acetylenivorans [0.41]

s__Deferrimonas soudanensis [0.42]

s__SZUA-540 sp009731355 [0.43]

s__DDH964 sp001611275 [0.41]

s__Geoalkalibacter_A subterraneus [0.43]

s__Nitrospira_C sp011405515 [0.28]

s__Nitrospira_C japonica [0.28]

s__Nitrospira_E moscoviensis [0.29]

s__Nitrospira_F inopinata [0.3]

s__Thermodesulfovibrio yellowstonii [0.4]

s__Dissulfurispira thermophila [0.35]

s__Granulicella_C sp009914315 [0.24]

s__Granulicella_C tundricola [0.23]

s__Edaphobacter sp014274685 [0.29]

s__Edaphobacter sp010093025 [0.27]

s__Granulicella_A mallensis [0.27]

s__UBA5172 sp014083945 [0.26]

s__Terriglobus saanensis [0.26]

s__Terriglobus roseus [0.23]

s__Terriglobus_A albidus [0.29]

s__Acidobacterium_A sp014274465 [0.27]

s__Acidobacterium capsulatum [0.28]

s__Acidisarcina polymorpha [0.26]

s__Koribacter versatilis_A [0.25]

s__Paludibaculum fermentans [0.23]

s__Chloracidobacterium aggregatum [0.24]

s__Chloracidobacterium thermophilum [0.26]

s__Chloracidobacterium validum [0.25]

s__Luteitalea pratensis [0.17]

s__Thermotomaculum hydrothermale [0.42]

s__Acanthopleuribacter sp017498545 [0.45]

s__Thermocrinis albus [0.27]

s__Thermocrinis ruber [0.24]

s__Hydrogenobacter thermophilus [0.33]

s__Aquifex aeolicus [0.27]

s__Hydrogenobaculum sp000213785 [0.29]

s__Sulfurihydrogenibium azorense [0.5]

s__Persephonella marina [0.49]

s__Thermovibrio ammonificans [0.48]

s__Desulfurobacterium thermolithotrophum [0.5]

s__Thermosulfidibacter takaii [0.46]

s__Flexistipes sinusarabici [0.44]

s__Calditerrivibrio nitroreducens [0.42]

s__Deferribacter desulfuricans [0.46]

s__Denitrovibrio acetiphilus [0.44]

s__Geovibrio thiophilus [0.44]

s__Desulfurispirillum indicum [0.43]

s__Algibacter sp009796805 [-0.03]

s__Algibacter sp009796825 [-0.03]

s__Tamlana_A carrageenivorans [-0.03]

s__Wocania sp009498295 [-0.03]

s__Flavivirga eckloniae [-0.03]

s__Changchengzhania lutea [-0.03]

s__Seonamhaeicola sp001971785 [-0.03]

s__Algibacter_A alginicilyticus [-0.04]

s__Mariniflexile sp002848895 [-0.03]

s__Siansivirga zeaxanthinifaciens [-0.02]

s__Lacinutrix sp002831665 [-0.03]

s__Lacinutrix sp000211855 [-0.02]

s__Mesoflavibacter profundi [-0.03]

s__Olleya sp004843725 [-0.03]

s__Oceanihabitans sp016864015 [-0.03]

s__Formosa sediminum [-0.03]

s__Hel1-33-131 sp001735745 [-0.04]

s__GCA001735715 sp001735715 [-0.03]

s__Winogradskyella forsetii [-0.02]

s__Winogradskyella schleiferi [-0.02]

s__Winogradskyella sp000828715 [-0.02]

s__Winogradskyella sp001971725 [-0.02]

s__MAR-2010-188 sp015476115 [-0.05]

s__Kordia antarctica [-0.03]

s__Kordia sp003352465 [-0.01]

s__Gramella flava [-0.04]

s__Gramella fulva [-0.05]

s__Gramella salexigens [-0.05]

s__Gramella forsetii [-0.04]

s__Zunongwangia profunda [-0.05]

s__Gillisia flava [-0.05]

s__Gillisia arcticum [-0.05]

s__Psychroflexus torquis [-0.04]

s__Psychroflexus sp017311165 [-0.03]

s__Psychroflexus sp018080005 [-0.03]

s__Croceibacter atlanticus [-0.03]

s__Nonlabens sp012974865 [-0.04]

s__Nonlabens sp002831625 [-0.04]

s__Nonlabens dokdonensis [-0.03]

s__Nonlabens ponticola [-0.03]

s__Dokdonia sp003095655 [-0.05]

s__Dokdonia sp000212355 [-0.04]

s__Dokdonia donghaensis [-0.06]

s__Aquimarina sp013365535 [-0.05]

s__Aquimarina sp003443675 [-0.02]

s__Aequorivita sublithincola [-0.03]

s__Aequorivita sp016757735 [-0.04]

s__Aequorivita sp004022485 [-0.04]

s__Altibacter sp014295415 [-0.05]

s__Pukyongia salina [-0.05]

s__Maribacter cobaltidurans [-0.05]

s__Maribacter hydrothermalis [-0.02]

s__Maribacter sp002742365 [-0.03]

s__F202Z8 sp005943945 [-0.04]

s__Maribacter_A sp000153165 [-0.04]

s__Zobellia galactanivorans [-0.05]

s__Costertonia aggregata [-0.04]

s__Cellulophaga algicola [-0.03]

s__Cellulophaga sp009797025 [-0.04]

s__Cellulophaga sp019021925 [-0.03]

s__Cellulophaga lytica [-0.03]

s__Sediminicola sp001430825 [-0.05]

s__Muriicola sp004139715 [-0.06]

s__Robiginitalea biformata [-0.08]

s__Muricauda sp011068285 [-0.05]

s__Muricauda ruestringensis [-0.06]

s__Muricauda maritima [-0.04]

s__Muricauda_A lutaonensis [-0.04]

s__Capnocytophaga ochracea [-0.04]

s__Capnocytophaga endodontalis [-0.04]

s__Capnocytophaga sp002999135 [-0.06]

s__Capnocytophaga haemolytica [-0.05]

s__Capnocytophaga canimorsus [-0.03]

s__Capnocytophaga stomatis [-0.04]

s__Galbibacter_A sp013391805 [-0.04]

s__Flavobacterium johnsoniae [-0.02]

s__Flavobacterium sp017352115 [-0.04]

s__Flavobacterium crocinum [-0.03]

s__Flavobacterium sp003312915 [-0.03]

s__Flavobacterium sp014844035 [-0.03]

s__Flavobacterium sp003668995 [-0.02]

s__Flavobacterium faecale [-0.02]

s__Flavobacterium commune [-0.04]

s__Flavobacterium crassostreae [-0.04]

s__Flavobacterium gilvum [-0.04]

s__Flavobacterium sp003096795 [-0.03]

s__Flavobacterium nackdongense [-0.03]

s__Flavobacterium pallidum [-0.04]

s__Flavobacterium magnum [-0.04]

s__Flavobacterium kingsejongi [-0.04]

s__Flavobacterium sangjuense [-0.03]

s__Flavobacterium album [-0.05]

s__Flavobacterium sp003403075 [-0.03]

s__Flavobacterium arcticum [-0.04]

s__Flavobacterium alkalisoli [-0.05]

s__Flavobacterium sp001898245 [-0.04]

s__Flavobacterium phaeum_A [-0.04]

s__Flavobacterium profundi [-0.05]

s__Flavobacterium sp009792295 [-0.04]

s__Flavobacterium sp013389595 [-0.02]

s__Flavobacterium sp013874595 [-0.02]

s__Flavobacterium haoranii [-0.02]

s__Flavobacterium sediminis [-0.03]

s__Flavobacterium indicum [-0.02]

s__Polaribacter haliotis [-0.03]

s__Polaribacter sp017569185 [-0.03]

s__Polaribacter sp017498485 [-0.03]

s__Polaribacter sp014352875 [-0.04]

s__Polaribacter sp002005425 [-0.03]

s__Polaribacter sp002831685 [-0.03]

s__Polaribacter sp016858305 [-0.04]

s__Polaribacter sp011379025 [-0.03]

s__Polaribacter sp009796785 [-0.04]

s__Polaribacter vadi [-0.03]

s__Polaribacter sp000152945 [-0.04]

s__Polaribacter reichenbachii [-0.03]

s__Tenacibaculum_A todarodis [-0.03]

s__Tenacibaculum maritimum [-0.05]

s__Tenacibaculum jejuense [-0.03]

s__Wenyingzhuangia fucanilytica [-0.05]

s__Urechidicola croceus [-0.03]

s__Lutibacter profundi [-0.03]

s__Aureibaculum sp006065315 [-0.03]

s__Ichthyobacterium seriolicida [-0.04]

s__Chryseobacterium nakagawai [-0.03]

s__Chryseobacterium sp003815715 [-0.03]

s__Chryseobacterium sp000829375 [-0.03]

s__Chryseobacterium bernardetii_A [-0.03]

s__Chryseobacterium sp003815675 [-0.03]

s__Chryseobacterium joostei [-0.03]

s__Chryseobacterium lactis [-0.03]

s__Chryseobacterium indologenes_F [-0.02]

s__Chryseobacterium sp900156935 [-0.02]

s__Chryseobacterium gleum [-0.03]

s__Chryseobacterium gallinarum [-0.03]

s__Chryseobacterium sp013153155 [-0.03]

s__Chryseobacterium shandongense [-0.02]

s__Chryseobacterium sp001456155 [-0.02]

s__Chryseobacterium camelliae [-0.02]

s__Chryseobacterium piperi [-0.02]

s__Chryseobacterium sp002216065 [-0.02]

s__Chryseobacterium glaciei [-0.03]

s__Chryseobacterium sp003815655 [-0.02]

s__Chryseobacterium sp003669035 [-0.02]

s__Chryseobacterium indoltheticum [-0.02]

s__Soonwooa sp011058315 [-0.02]

s__Epilithonimonas vandammei [-0.02]

s__Kaistella sp007362475 [-0.03]

s__Kaistella sp004359195 [-0.03]

s__Kaistella carnis [-0.02]

s__Kaistella daneshvariae [-0.02]

s__Kaistella sp003692615 [-0.03]

s__Planobacterium sp008831505 [-0.03]

s__Planobacterium sp014041915 [-0.03]

s__Planobacterium taklimakanense [-0.02]

s__Cloacibacterium caeni_A [-0.02]

s__Cloacibacterium normanense [-0.02]

s__Cloacibacterium caeni_B [-0.02]

s__Elizabethkingia anophelis [-0.02]

s__Elizabethkingia bruuniana [-0.03]

s__Elizabethkingia sp006088815 [-0.03]

s__Apibacter sp002964915 [-0.02]

s__Apibacter raozihei [-0.02]

s__Faecalibacter bovis [-0.02]

s__Empedobacter falsenii_A [-0.01]

s__Weeksella virosa [-0.02]

s__Ornithobacterium rhinotracheale [-0.03]

s__Ornithobacterium rhinotracheale_A [-0.01]

s__Blattabacterium sp000471965 [-0.07]

s__Blattabacterium cuenoti_E [-0.05]

s__Blattabacterium sp000262715 [-0.02]

s__Blattabacterium cuenoti_A [-0.02]

s__Blattabacterium cuenoti_B [-0.03]

s__Blattabacterium cuenoti_U [-0.04]

s__Blattabacterium cuenoti_S [-0.04]

s__Blattabacterium cuenoti_AB [-0.02]

s__Blattabacterium cuenoti_AE [0.01]

s__Blattabacterium cuenoti_J [-0.03]

s__Blattabacterium sp000022605 [-0.01]

s__Blattabacterium cuenoti_N [-0.03]

s__Blattabacterium cuenoti_D [-0.05]

s__Blattabacterium cuenoti_AH [-0.04]

s__Blattabacterium cuenoti_Y [-0.05]

s__Blattabacterium cuenoti_AI [-0.03]

s__Blattabacterium cuenoti_H [-0.03]

s__Blattabacterium cuenoti_AM [-0.03]

s__Blattabacterium cuenoti_AG [-0.02]

s__Blattabacterium clevelandi [-0.03]

s__Blattabacterium punctulatus [-0.03]

s__Blattabacterium sp003226855 [-0.02]

s__Blattabacterium sp000233435 [-0.03]

s__Blattabacterium cuenoti_C [-0.03]

s__Blattabacterium sp000334405 [-0.01]

s__Blattabacterium cuenoti_W [-0.04]

s__Sulcia muelleri_A [-0.05]

s__Sulcia muelleri [-0.03]

s__Walczuchella monophlebidarum [-0.01]

s__Croceimicrobium hydrocarbonivorans [-0.06]

s__Owenweeksia hongkongensis [-0.05]

s__Fluviicola taffensis [-0.03]

s__Prevotella melaninogenica [-0.01]

s__Prevotella melaninogenica_C [-0.0]

s__Prevotella melaninogenica_B [-0.0]

s__Prevotella melaninogenica_A [-0.0]

s__Prevotella sp000467895 [-0.01]

s__Prevotella scopos [-0.0]

s__Prevotella fusca [0.0]

s__Prevotella intermedia [0.02]

s__Prevotella sp017347605 [-0.01]

s__Prevotella oris [-0.02]

s__Prevotella sp018127805 [-0.01]

s__Prevotella sp000163055 [-0.0]

s__Prevotella ruminicola [-0.02]

s__Alloprevotella sp003265305 [-0.01]

s__Bacteroides luhongzhouii [-0.01]

s__Bacteroides ovatus [-0.0]

s__Bacteroides caecimuris [-0.01]

s__Bacteroides sp012113595 [-0.02]

s__Bacteroides caccae [-0.01]

s__Bacteroides zhangwenhongi [-0.01]

s__Bacteroides thetaiotaomicron [-0.01]

s__Bacteroides zoogleoformans [-0.01]

s__Bacteroides helcogenes [-0.01]

s__Bacteroides fragilis_A [-0.03]

s__Phocaeicola vulgatus [-0.03]

s__Phocaeicola dorei [-0.03]

s__Phocaeicola salanitronis [-0.02]

s__Barnesiella viscericola [-0.01]

s__Sodaliphilus pleomorphus [-0.0]

s__Porphyromonas gingivalis [-0.04]

s__Porphyromonas sp018127745 [-0.07]

s__Porphyromonas asaccharolytica [-0.07]

s__Porphyromonas_A cangingivalis [-0.05]

s__Parabacteroides distasonis [-0.03]

s__Petrimonas mucosa [-0.04]

s__Proteiniphilum saccharofermentans [-0.04]

s__Dysgonomonas sp011299555 [-0.03]

s__Paludibacter propionicigenes [-0.01]

s__Natronoflexus saponilacus [-0.03]

s__Labilibaculum antarcticum [-0.04]

s__Butyricimonas faecalis [-0.04]

s__Draconibacterium halophilum [-0.03]

s__Draconibacterium orientale [-0.03]

s__Draconibacterium comscasis [-0.04]

s__Salinivirga cyanobacteriivorans [-0.03]

s__Alistipes megaguti [-0.05]

s__Alistipes finegoldii [-0.03]

s__Alistipes dispar [-0.06]

s__Alistipes communis [-0.04]

s__Pedobacter sp900564155 [-0.03]

s__Pedobacter heparinus [-0.03]

s__Pedobacter ginsengisoli [-0.02]

s__Pedobacter sp001412655 [-0.03]

s__Pedobacter steynii_A [-0.02]

s__Pedobacter cryoconitis_A [-0.01]

s__Pedobacter sp005938645 [-0.01]

s__Pedobacter sp011759615 [-0.02]

s__Pedobacter roseus [-0.02]

s__Pedobacter sp003852395 [-0.02]

s__Pedobacter sp015679185 [-0.01]

s__Pelobium saltans [-0.03]

s__Mucilaginibacter celer [-0.01]

s__Mucilaginibacter ginsenosidivorax [-0.01]

s__Mucilaginibacter sp010093045 [-0.01]

s__Mucilaginibacter gotjawali [-0.01]

s__Mucilaginibacter xinganensis [-0.02]

s__Mucilaginibacter sp012849215 [-0.01]

s__Mucilaginibacter ginkgonis [0.01]

s__Mucilaginibacter mali [-0.01]

s__Mucilaginibacter ginsenosidivorans [-0.01]

s__Sphingobacterium mizutaii [-0.02]

s__Sphingobacterium daejeonense [-0.02]

s__Sphingobacterium lactis [-0.03]

s__Sphingobacterium sp002734245 [-0.03]

s__Sphingobacterium sp009557615 [-0.01]

s__Sphingobacterium hotanense [-0.02]

s__Sphingobacterium thalpophilum [-0.03]

s__Sphingobacterium sp000747525 [-0.02]

s__Sphingobacterium sp002418355 [-0.03]

s__Sphingobacterium spiritivorum_A [-0.02]

s__Pseudosphingobacterium sp014334135 [-0.03]

s__Solitalea canadensis [-0.0]

s__Anseongella ginsenosidimutans [-0.02]

s__Niabella ginsenosidivorans [-0.04]

s__Niabella soli [-0.04]

s__Flavisolibacter ginsenosidimutans [-0.02]

s__Flavisolibacter_B tropicus [-0.03]

s__Paraflavitalea soli [-0.05]

s__Pseudobacter ginsenosidimutans [-0.06]

s__Niastella koreensis [-0.04]

s__Lacibacter sp014168535 [-0.03]

s__Arachidicoccus soli [-0.04]

s__Arachidicoccus ginsenosidivorans [-0.03]

s__Arachidicoccus sp001659705 [-0.03]

s__QFOI01 sp004337365 [-0.02]

s__Panacibacter ginsenosidivorans [-0.01]

s__Filimonas lacunae [-0.05]

s__Chitinophaga sp018255755 [-0.04]

s__Chitinophaga sp012516355 [-0.04]

s__Chitinophaga agri [-0.04]

s__Chitinophaga pinensis [-0.04]

s__Chitinophaga sp008086345 [-0.04]

s__Chitinophaga caeni [-0.04]

s__Saprospira grandis_B [-0.06]

s__Haliscomenobacter hydrossis [-0.04]

s__Hymenobacter sp006352025 [-0.07]

s__Hymenobacter swuensis [-0.06]

s__Hymenobacter sp013137895 [-0.07]

s__Hymenobacter sp000737515 [-0.05]

s__Hymenobacter sp014250515 [-0.05]

s__Hymenobacter sp000801315 [-0.05]

s__Hymenobacter sp001280305 [-0.06]

s__Hymenobacter sp012273015 [-0.06]

s__Hymenobacter radiodurans [-0.04]

s__Hymenobacter qilianensis [-0.05]

s__Hymenobacter jejuensis [-0.05]

s__Hymenobacter sp013256425 [-0.04]

s__Hymenobacter baengnokdamensis [-0.04]

s__Hymenobacter sp001596155 [-0.06]

s__Hymenobacter sp013256625 [-0.06]

s__Hymenobacter sp001562275 [-0.06]

s__Hymenobacter nivis [-0.07]

s__Hymenobacter sedentarius [-0.05]

s__Solirubrum oligotrophum [-0.05]

s__Pontibacter actiniarum [-0.04]

s__Pontibacter korlensis [-0.03]

s__Pontibacter akesuensis [-0.03]

s__Pontibacter russatus [-0.03]

s__Pontibacter pudoricolor [-0.02]

s__Adhaeribacter radiodurans [-0.02]

s__Adhaeribacter swui [-0.02]

s__Nibribacter sp001577755 [-0.04]

s__Nibribacter ruber [-0.03]

s__Rufibacter radiotolerans [-0.04]

s__Rufibacter tibetensis [-0.05]

s__Spirosoma sp006965485 [-0.03]

s__Spirosoma sp014117325 [-0.03]

s__Spirosoma aerolatum [-0.04]

s__Spirosoma radiotolerans [-0.03]

s__Spirosoma pollinicola [-0.03]

s__Spirosoma sp013375035 [-0.03]

s__Spirosoma sp012849055 [-0.03]

s__Spirosoma aureum [-0.03]

s__Spirosoma rigui [-0.04]

s__Spirosoma montaniterrae [-0.03]

s__Spirosoma taeanense [-0.04]

s__Fibrella sp002108455 [-0.03]

s__Runella slithyformis [-0.04]

s__Runella sp003325355 [-0.04]

s__Runella sp003711225 [-0.04]

s__Dyadobacter sp016894445 [-0.04]

s__Dyadobacter fermentans [-0.05]

s__Leadbetterella byssophila [-0.04]

s__Arcticibacterium luteifluviistationis [-0.05]

s__Rhodocytophaga rosea [-0.02]

s__Cytophaga hutchinsonii [-0.02]

s__Flammeovirga pectinis [-0.04]

s__Flammeovirga kamogawensis [-0.03]

s__Flammeovirga yaeyamensis [-0.03]

s__Bernardetia litoralis [-0.02]

s__Echinicola sp006575665 [-0.05]

s__Echinicola rosea [-0.05]

s__Echinicola vietnamensis [-0.05]

s__Echinicola strongylocentroti [-0.05]

s__Echinicola sp015533855 [-0.04]

s__Cyclobacterium marinum [-0.05]

s__Cyclobacterium amurskyense [-0.05]

s__Belliella baltica [-0.04]

s__Algoriphagus sp014838715 [-0.04]

s__Algoriphagus sanaruensis [-0.05]

s__Fulvivirga sp017068455 [-0.02]

s__Chryseolinea soli [-0.05]

s__Fabibacter_A pacificus_A [-0.03]

s__Marivirga tractuosa [-0.03]

s__Cardinium sp000304455 [-0.02]

s__Cardinium sp003351905 [-0.04]

s__Cardinium hertigii_A [-0.02]

s__Amoebophilus asiaticus [-0.02]

s__Salinibacter ruber [-0.06]

s__Rhodothermus marinus [0.02]

s__Cyclonatronum proteinivorum [0.02]

s__Chlorobium phaeobacteroides [0.07]

s__Chlorobium limicola [0.08]

s__Chlorobium luteolum [0.08]

s__Chlorobium phaeoclathratiforme [0.09]

s__Chlorobaculum tepidum [0.06]

s__Chlorobaculum limnaeum [0.07]

s__Chlorobaculum parvum_A [0.09]

s__Prosthecochloris aestuarii [0.08]

s__Prosthecochloris sp002113825 [0.08]

s__Chlorobium_A sp002240205 [0.05]

s__Chloroherpeton thalassium [0.08]

s__Ignavibacterium album [0.21]

s__Melioribacter roseus [0.21]

s__Caldithrix abyssi [0.37]

s__Fibrobacter succinogenes [0.27]

s__Cloacimonas acidaminovorans [0.35]

s__Gemmatimonas aurantiaca [0.06]

s__Gemmatimonas phototrophica [0.04]

s__Gemmatimonas sp013004105 [0.05]

s__Gemmatirosa kalamazoonesis [0.12]

s__Roseimaritima sp007741495 [0.1]

s__Roseimaritima ulvae [0.12]

s__Rhodopirellula baltica [0.08]

s__Rubripirellula sp007741535 [0.09]

s__Rosistilla oblonga [0.15]

s__Aureliella helgolandensis [0.15]

s__Pirellula_B sp001610875 [0.16]

s__Mariniblastus fucicola [0.09]

s__Anatilimnocola aggregata [-0.09]

s__Pirellula staleyi [0.2]

s__Lignipirellula cremea [0.19]

s__Bremerella volcania [0.2]

s__Aeoliella mucimassa [0.17]

s__Pirellulimonas nuda [0.1]

s__HG15A2 sp007741515 [0.15]

s__Lacipirellula parvula [0.15]

s__Thermogutta terrifontis [0.38]

s__Planctomyces_A sp001610835 [0.22]

s__Maioricimonas rarisocia [0.26]

s__Rubinisphaera brasiliensis [0.26]

s__Fuerstia marisgermanicae [0.16]

s__Gimesia benthica [0.26]

s__Gimesia maris [0.23]

s__Polystyrenella longa [0.21]

s__Planctopirus ephydatiae [0.21]

s__Planctopirus limnophila [0.21]

s__Symmachiella dynata [0.23]

s__Gemmata obscuriglobus [0.22]

s__Gemmata massiliana_A [0.25]

s__Gemmata tundricola [0.24]

s__Urbifossiella limnaea [0.23]

s__Limnoglobus roseus [0.23]

s__Telmatocola sphagniphila [0.23]

s__Tuwongella immobilis [0.31]

s__Paludisphaera borealis [0.35]

s__Paludisphaera sp001610895 [0.33]

s__Aquisphaera giovannonii [0.36]

s__Singulisphaera acidiphila [0.32]

s__Isosphaera pallida [0.32]

s__Poriferisphaera corsica [0.23]

s__Phycisphaera mikurensis [0.02]

s__Pan265 sp007748075 [0.22]

s__Humisphaera borealis [0.16]

s__Sedimentisphaera cyanobacteriorum [0.29]

s__Sedimentisphaera salicampi [0.31]

s__Limihaloglobus sulfuriphilus [0.25]

s__Anaerohalosphaera lusitana [0.35]

s__SRT547 sp009002475 [0.28]

s__Kuenenia stuttgartiensis [0.29]

s__Akkermansia muciniphila [-0.04]

s__Akkermansia muciniphila_B [-0.02]

s__Akkermansia sp001580195 [-0.03]

s__Haloferula lutea [-0.03]

s__Luteolibacter sp018137965 [-0.02]

s__JAAGVW01 sp010681825 [-0.03]

s__Roseimicrobium sp011044495 [-0.02]

s__Xiphinematobacter sp001318295 [-0.01]

s__Methylacidiphilum sp004421255 [0.08]

s__Methylacidiphilum infernorum [0.09]

s__Methylacidiphilum kamchatkense [0.09]

s__Methylacidimicrobium sp903064525 [0.14]

s__Methylacidimicrobium sp017310545 [0.16]

s__Opitutus terrae [0.01]

s__Nibricoccus aquaticus [0.01]

s__Lacunisphaera limnophila [-0.0]

s__Coraliomargarita akajimensis [0.02]

s__Kiritimatiella glycovorans [0.38]

s__UBA5540 sp009905215 [0.3]

s__Chlamydophila sp018343815 [0.15]

s__Chlamydophila sp900239975 [0.17]

s__Chlamydophila caviae [0.15]

s__Chlamydophila psittaci [0.17]

s__Chlamydophila abortus [0.17]

s__Chlamydophila felis [0.17]

s__Chlamydophila avium [0.16]

s__Chlamydophila gallinacea [0.16]

s__Chlamydophila sp900239945 [0.16]

s__Chlamydophila pneumoniae [0.14]

s__Chlamydophila pecorum [0.16]

s__Chlamydia muridarum [0.16]

s__Chlamydia suis [0.18]

s__Chlamydia trachomatis [0.16]

s__Protochlamydia naegleriophila [0.22]

s__Protochlamydia amoebophila [0.22]

s__Neochlamydia sp000813665 [0.21]

s__Waddlia chondrophila [0.24]

s__Simkania negevensis [0.22]

s__Vampirococcus_B archaeovorus [0.26]

s__Endomicrobium_A trichonymphae [0.25]

s__Endomicrobium proavitum [0.31]

s__Elusimicrobium minutum [0.32]

s__Atribacter laminatus [0.61]

s__Mycobacterium celeriflavum [0.2]

s__Mycobacterium phlei [0.21]

s__Mycobacterium pulveris [0.21]

s__Mycobacterium hassiacum [0.23]

s__Mycobacterium thermoresistibile [0.23]

s__Mycobacterium rhodesiae_A [0.22]

s__Mycobacterium gadium [0.2]

s__Mycobacterium moriokaense [0.21]

s__Mycobacterium sp000328565 [0.22]

s__Mycobacterium chubuense_A [0.22]

s__Mycobacterium poriferae [0.21]

s__Mycobacterium psychrotolerans [0.21]

s__Mycobacterium aurum [0.21]

s__Mycobacterium mageritense [0.22]

s__Mycobacterium dioxanotrophicus [0.23]

s__Mycobacterium boenickei [0.22]

s__Mycobacterium alvei [0.23]

s__Mycobacterium smegmatis [0.22]

s__Mycobacterium litorale_B [0.21]

s__Mycobacterium litorale [0.21]

s__Mycobacterium sp016313185 [0.21]

s__Mycobacterium doricum [0.18]

s__Mycobacterium monacense [0.21]

s__Mycobacterium arabiense [0.22]

s__Mycobacterium sediminis [0.22]

s__Mycobacterium grossiae [0.21]

s__Mycobacterium madagascariense [0.22]

s__Mycobacterium mucogenicum_B [0.22]

s__Mycobacterium phocaicum [0.22]

s__Mycobacterium neoaurum_A [0.2]

s__Mycobacterium sp001644575 [0.2]

s__Mycobacterium chitae [0.22]

s__Mycobacterium confluentis [0.22]

s__Mycobacterium sp015710575 [0.22]

s__Mycobacterium tokaiense [0.2]

s__Mycobacterium insubricum [0.23]

s__Mycobacterium fallax [0.21]

s__Mycobacterium aichiense [0.2]

s__Mycobacterium sp001021385 [0.21]

s__Mycobacterium sp001886515 [0.2]

s__Mycobacterium helvum [0.2]

s__Mycobacterium sarraceniae [0.17]

s__Mycobacterium anyangense [0.21]

s__Mycobacterium marseillense [0.26]

s__Mycobacterium intracellulare [0.25]

s__Mycobacterium avium [0.25]

s__Mycobacterium mantenii [0.24]

s__Mycobacterium colombiense [0.25]

s__Mycobacterium paraseoulense [0.23]

s__Mycobacterium seoulense [0.23]

s__Mycobacterium parmense [0.24]

s__Mycobacterium saskatchewanense [0.24]

s__Mycobacterium heidelbergense [0.25]

s__Mycobacterium stomatepiae [0.24]

s__Mycobacterium florentinum [0.26]

s__Mycobacterium simiae [0.25]

s__Mycobacterium shigaense [0.23]

s__Mycobacterium conspicuum [0.23]

s__Mycobacterium haemophilum [0.21]

s__Mycobacterium leprae [0.14]

s__Mycobacterium gordonae_D [0.22]

s__Mycobacterium paragordonae [0.23]

s__Mycobacterium vicinigordonae [0.22]

s__Mycobacterium kubicae [0.24]

s__Mycobacterium marinum [0.25]

s__Mycobacterium basiliense [0.23]

s__Mycobacterium kansasii [0.24]

s__Mycobacterium shinjukuense [0.22]

s__Mycobacterium spongiae [0.24]

s__Mycobacterium tuberculosis [0.21]

s__Mycobacterium lacus [0.22]

s__Mycobacterium xenopi [0.23]

s__Mycobacterium heckeshornense [0.21]

s__Mycobacterium noviomagense [0.22]

s__Mycobacterium cookii [0.23]

s__Mycobacterium hiberniae [0.23]

s__Mycobacterium minnesotense [0.21]

s__Mycobacterium terrae [0.23]

s__Mycobacterium immunogenum [0.24]

s__Mycobacterium abscessus [0.22]

s__Mycobacterium saopaulense [0.21]

s__Mycobacterium stephanolepidis [0.22]

s__Mycobacterium chelonae [0.22]

s__Mycobacterium salmoniphilum [0.21]

s__Rhodococcus opacus_C [0.29]

s__Rhodococcus sp002165735 [0.31]

s__Rhodococcus jostii_A [0.29]

s__Rhodococcus sp003130705 [0.29]

s__Rhodococcus sp001767395 [0.27]

s__Rhodococcus triatomae [0.27]

s__Rhodococcus sp003350365 [0.27]

s__Rhodococcus sp005484805 [0.29]

s__Rhodococcus sp004328705 [0.27]

s__Rhodococcus rhodochrous [0.29]

s__Rhodococcus_B sp004795915 [0.23]

s__Rhodococcus_B sp003641205 [0.23]

s__Rhodococcus_B sp000954115 [0.22]

s__Nocardia brasiliensis_C [0.26]

s__Nocardia brasiliensis_B [0.26]

s__Nocardia iowensis [0.26]

s__Nocardia farcinica [0.29]

s__Nocardia arthritidis_A [0.28]

s__Nocardia cyriacigeorgica_B [0.27]

s__Nocardia mangyaensis [0.25]

s__Nocardia asteroides [0.27]

s__Nocardia tengchongensis [0.26]

s__Nocardia sp013744875 [0.28]

s__Nocardia wallacei [0.28]

s__Nocardia nova_A [0.28]

s__Gordonia sp002009645 [0.24]

s__Gordonia terrae [0.25]

s__Gordonia sp000143885 [0.26]

s__Gordonia sp014041935 [0.24]

s__Gordonia bronchialis [0.23]

s__Gordonia polyisoprenivorans_A [0.25]

s__Gordonia insulae [0.25]

s__Gordonia pseudoamarae [0.24]

s__Gordonia sp004353055 [0.22]

s__Gordonia sp016919385 [0.25]

s__Gordonia phthalatica [0.25]

s__Gordonia iterans [0.23]

s__Tsukamurella paurometabola [0.22]

s__Tsukamurella paurometabola_A [0.23]

s__Tomitella sp007559025 [0.28]

s__Tomitella sp014126825 [0.29]

s__Hoyosella subflava [0.28]

s__Corynebacterium glaucum_A [0.27]

s__Corynebacterium riegelii [0.27]

s__Corynebacterium sp014490555 [0.28]

s__Corynebacterium sp001767255 [0.29]

s__Corynebacterium imitans [0.29]

s__Corynebacterium sanguinis [0.25]

s__Corynebacterium qintianiae [0.24]

s__Corynebacterium liangguodongii [0.28]

s__Corynebacterium cystitidis [0.29]

s__Corynebacterium yudongzhengii [0.29]

s__Corynebacterium uterequi [0.27]

s__Corynebacterium doosanense [0.26]

s__Corynebacterium maris [0.3]

s__Corynebacterium singulare [0.28]

s__Corynebacterium minutissimum_B [0.3]

s__Corynebacterium aurimucosum [0.3]

s__Corynebacterium sp001807205 [0.3]

s__Corynebacterium simulans [0.28]

s__Corynebacterium camporealensis [0.25]

s__Corynebacterium aurimucosum_E [0.29]

s__Corynebacterium lizhenjunii [0.29]

s__Corynebacterium phocae [0.28]

s__Corynebacterium ammoniagenes [0.28]

s__Corynebacterium stationis [0.28]

s__Corynebacterium casei [0.29]

s__Corynebacterium endometrii [0.29]

s__Corynebacterium marinum [0.27]

s__Corynebacterium sp009734405 [0.27]

s__Corynebacterium humireducens [0.25]

s__Corynebacterium testudinoris [0.28]

s__Corynebacterium halotolerans [0.31]

s__Corynebacterium glutamicum [0.29]

s__Corynebacterium crudilactis [0.3]

s__Corynebacterium suranareeae [0.3]

s__Corynebacterium deserti [0.28]

s__Corynebacterium callunae [0.28]

s__Corynebacterium efficiens [0.28]

s__Corynebacterium sp009734425 [0.27]

s__Corynebacterium frankenforstense [0.31]

s__Corynebacterium atypicum [0.29]

s__Corynebacterium sp014522205 [0.31]

s__Corynebacterium diphtheriae [0.27]

s__Corynebacterium rouxii [0.29]

s__Corynebacterium pseudotuberculosis [0.27]

s__Corynebacterium ulcerans [0.27]

s__Corynebacterium pseudopelargi [0.27]

s__Corynebacterium pelargi [0.27]

s__Corynebacterium geronticis [0.27]

s__Corynebacterium vitaeruminis [0.28]

s__Corynebacterium kutscheri [0.26]

s__Corynebacterium mustelae [0.29]

s__Corynebacterium matruchotii [0.24]

s__Corynebacterium epidermidicanis [0.25]

s__Corynebacterium sp009734385 [0.24]

s__Corynebacterium argentoratense [0.23]

s__Corynebacterium aquilae [0.26]

s__Corynebacterium choanae [0.23]

s__Corynebacterium anserum [0.3]

s__Corynebacterium sp009026825 [0.28]

s__Corynebacterium sp014490575 [0.27]

s__Corynebacterium resistens [0.32]

s__Corynebacterium urealyticum [0.28]

s__Corynebacterium nuruki [0.26]

s__Corynebacterium terpenotabidum [0.25]

s__Corynebacterium glyciniphilum [0.27]

s__Corynebacterium kroppenstedtii_C [0.28]

s__Corynebacterium kroppenstedtii [0.27]

s__Corynebacterium amycolatum [0.31]

s__Corynebacterium lactis [0.31]

s__Corynebacterium sphenisci [0.31]

s__Lawsonella clevelandensis [0.28]

s__Dietzia sp003052165 [0.26]

s__Dietzia psychralcaliphila [0.25]

s__Dietzia lutea [0.26]

s__Dietzia timorensis [0.31]

s__Segniliparus rotundus [0.23]

s__X156 sp004006015 [0.24]

s__Amycolatopsis sp013364075 [0.29]

s__Amycolatopsis mediterranei [0.29]

s__Amycolatopsis sp016889705 [0.28]

s__Amycolatopsis sp002796545 [0.32]

s__Amycolatopsis japonica [0.3]

s__Amycolatopsis sp002849735 [0.29]

s__Amycolatopsis sp018736145 [0.31]

s__Amycolatopsis albispora [0.3]

s__Amycolatopsis sp009429145 [0.3]

s__Amycolatopsis methanolica [0.27]

s__Amycolatopsis_D sp018885265 [0.33]

s__Saccharomonospora marina_A [0.29]

s__Saccharomonospora viridis [0.31]

s__Actinokineospora sp900070365 [0.29]

s__Kibdelosporangium phytohabitans [0.27]

s__Actinosynnema espanaense [0.27]

s__Actinosynnema syringae [0.28]

s__Actinosynnema mirum [0.29]

s__Lentzea guizhouensis [0.26]

s__Kutzneria sp018263855 [0.3]

s__Saccharopolyspora_D erythraea [0.31]

s__Saccharopolyspora_D erythraea_A [0.32]

s__Allosaccharopolyspora coralli [0.32]

s__Saccharopolyspora pogona [0.3]

s__Actinopolyspora erythraea [0.3]

s__Actinoalloteichus fjordicus [0.3]

s__Actinoalloteichus hoggarensis [0.31]

s__Actinoalloteichus hymeniacidonis [0.3]

s__Pseudonocardia sp001420995 [0.28]

s__Pseudonocardia sp001698125 [0.27]

s__Pseudonocardia sp001294645 [0.23]

s__Pseudonocardia autotrophica [0.28]

s__Pseudonocardia broussonetiae [0.26]

s__Pseudonocardia sp014235185 [0.25]

s__Nakamurella sp014303395 [0.23]

s__Nakamurella multipartita [0.25]

s__Nakamurella sp003860405 [0.24]

s__Epidermidibacterium keratini [0.26]

s__Geodermatophilus obscurus [0.24]

s__Blastococcus saxobsidens_A [0.21]

s__Modestobacter marinus_A [0.22]

s__Modestobacter sp019112525 [0.23]

s__Micromonospora sp004307965 [0.28]

s__Micromonospora craniellae [0.27]

s__Micromonospora tropica [0.27]

s__Micromonospora aurantiaca [0.3]

s__KBS50 sp002285795 [0.28]

s__Polymorphospora rubra [0.28]

s__Phytohabitans flavus [0.24]

s__Phytohabitans suffuscus [0.25]

s__Actinoplanes ianthinogenes [0.25]

s__Actinoplanes sp900119315 [0.24]

s__Actinoplanes teichomyceticus [0.26]

s__Actinoplanes missouriensis [0.25]

s__Actinoplanes sp004001265 [0.25]

s__Actinoplanes friuliensis [0.25]

s__Actinoplanes sp000389965 [0.25]

s__SLSW01 sp016925615 [0.27]

s__Actinocatenispora thailandica [0.29]

s__Actinocatenispora sera [0.3]

s__Stackebrandtia nassauensis [0.3]

s__Natronoglycomyces albus [0.32]

s__Frankia casuarinae [0.26]

s__Frankia alni [0.28]

s__Frankia inefficax [0.3]

s__Spirillospora sp008824145 [0.31]

s__Spirillospora sp013364275 [0.28]

s__Thermomonospora amylolytica [0.31]

s__Thermomonospora curvata [0.31]

s__Streptosporangium roseum [0.27]

s__Thermobispora bispora [0.3]

s__Nocardiopsis_C gilva [0.32]

s__Streptomonospora sp004323735 [0.35]

s__Nocardiopsis dassonvillei [0.3]

s__VN6-2 sp018437505 [0.28]

s__Acidothermus cellulolyticus [0.3]

s__Streptomyces sp003369795 [0.35]

s__Streptomyces sp000772045 [0.36]

s__Streptomyces pactum_A [0.34]

s__Streptomyces ambofaciens [0.34]

s__Streptomyces cyaneogriseus [0.34]

s__Streptomyces leeuwenhoekii [0.33]

s__Streptomyces fungicidicus_A [0.35]

s__Streptomyces sp000527195 [0.33]

s__Streptomyces viridosporus [0.33]

s__Streptomyces sp016598575 [0.33]

s__Streptomyces chartreusis_D [0.34]

s__Streptomyces coeruleorubidus [0.34]

s__Streptomyces sp003330845 [0.34]

s__Streptomyces qaidamensis [0.34]

s__Streptomyces hawaiiensis [0.33]

s__Streptomyces sp018604545 [0.35]

s__Streptomyces sp001654495 [0.34]

s__Streptomyces cyanogenus [0.32]

s__Streptomyces sp013046785 [0.34]

s__Streptomyces sp003259585 [0.34]

s__Streptomyces griseofuscus [0.33]

s__Streptomyces broussonetiae [0.32]

s__Streptomyces fodineus [0.33]

s__Streptomyces pluripotens [0.32]

s__Streptomyces sp003675325 [0.32]

s__Streptomyces griseochromogenes [0.31]

s__Streptomyces collinus_A [0.34]

s__Streptomyces cadmiisoli [0.32]

s__Streptomyces chromofuscus [0.33]

s__Streptomyces glaucescens [0.34]

s__Streptomyces nigra [0.34]

s__Streptomyces ferrugineus [0.34]

s__Streptomyces cyaneochromogenes [0.33]

s__Streptomyces chartreusis [0.35]

s__Streptomyces sp001484565 [0.35]

s__Streptomyces sp003046555 [0.36]

s__Streptomyces sp003814525 [0.34]

s__Streptomyces sviceus [0.32]

s__Streptomyces aquilus [0.34]

s__Streptomyces lincolnensis [0.33]

s__Streptomyces cacaoi_A [0.33]

s__Streptomyces sp003032475 [0.31]

s__Streptomyces sp014489635 [0.32]

s__Streptomyces griseoviridis_A [0.34]

s__Streptomyces phaeolivaceus [0.32]

s__Streptomyces scabiei [0.33]

s__Streptomyces sp009857135 [0.33]

s__Streptomyces nodosus [0.31]

s__Streptomyces sp012273515 [0.29]

s__Streptomyces fagopyri [0.32]

s__Streptomyces avermitilis [0.32]

s__Streptomyces dengpaensis [0.31]

s__Streptomyces sp016598615 [0.35]

s__Streptomyces sp013364195 [0.34]

s__Streptomyces venezuelae_B [0.34]

s__Streptomyces venezuelae_F [0.33]

s__Streptomyces venezuelae_D [0.33]

s__Streptomyces alboniger [0.33]

s__Streptomyces sp003945545 [0.33]

s__Streptomyces kanamyceticus [0.33]

s__Streptomyces formicae [0.34]

s__Streptomyces sp006088715 [0.33]

s__Streptomyces spectabilis [0.35]

s__Streptomyces sp014621695 [0.35]

s__Streptomyces tsukubensis_B [0.32]

s__Streptomyces tsukubensis [0.34]

s__Streptomyces qinzhouensis [0.35]

s__Streptomyces clavuligerus [0.34]

s__Streptomyces lunaelactis [0.32]

s__Streptomyces pristinaespiralis [0.35]

s__Streptomyces sp009832925 [0.34]

s__Streptomyces sp014489615 [0.35]

s__Streptomyces ficellus [0.33]

s__Streptomyces fradiae [0.34]

s__Streptomyces tirandamycinicus [0.35]

s__Streptomyces spongiicola [0.34]

s__Streptomyces venezuelae [0.35]

s__Streptomyces vietnamensis [0.33]

s__Streptomyces exfoliatus_B [0.34]

s__Streptomyces sp003116725 [0.33]

s__Streptomyces albolongus [0.34]

s__Streptomyces sp001895105 [0.34]

s__Streptomyces finlayi_A [0.32]

s__Streptomyces nitrosporeus [0.33]

s__Streptomyces sp000177195 [0.33]

s__Streptomyces pratensis_A [0.33]

s__Streptomyces hundungensis [0.33]

s__Streptomyces sp002080455 [0.32]

s__Streptomyces venezuelae_E [0.31]

s__Streptomyces nojiriensis [0.31]

s__Streptomyces subrutilus [0.32]

s__Streptomyces vinaceus [0.32]

s__Streptomyces lavendulae_C [0.31]

s__Streptomyces sp001941845 [0.32]

s__Streptomyces sp000158895 [0.32]

s__Streptomyces globosus [0.33]

s__Streptomyces venezuelae_C [0.32]

s__Streptomyces sp010384365 [0.33]

s__Streptomyces niveus_A [0.34]

s__Streptomyces liangshanensis [0.35]

s__Streptomyces paludis [0.34]

s__Streptomyces albireticuli_B [0.35]

s__Streptomyces olivoreticuli [0.32]

s__Streptomyces mobaraensis [0.34]

s__Streptomyces sp009834125 [0.33]

s__Streptomyces yunnanensis [0.34]

s__Streptomyces gilvosporeus [0.35]

s__Streptomyces platensis [0.33]

s__Streptomyces rimosus [0.35]

s__Streptomyces violaceusniger_A [0.34]

s__Streptomyces yatensis [0.36]

s__Streptomyces solisilvae [0.35]

s__Streptomyces sp013364155 [0.32]

s__Streptomyces buecherae [0.34]

s__Streptomyces xinghaiensis [0.35]

s__Streptomyces cattleya [0.35]

s__Streptomyces sp016756395 [0.33]

s__Streptomyces xiamenensis [0.31]

s__Streptomyces sp002128305 [0.35]

s__Streptomyces bathyalis [0.34]

s__Streptomyces sp002847285 [0.33]

s__SCUT-3 sp014083985 [0.33]

s__Kitasatospora setae [0.33]

s__Kitasatospora sp013364235 [0.32]

s__Kitasatospora sp002943525 [0.32]

s__Streptomyces_D bronchialis [0.34]

s__Streptacidiphilus sp014084125 [0.33]

s__Streptacidiphilus sp014084105 [0.31]

s__Catenulispora acidiphila [0.31]

s__Nocardioides sp009557055 [0.24]

s__Nocardioides sp011420305 [0.24]

s__Nocardioides sp003710085 [0.24]

s__Nocardioides sp014127485 [0.19]

s__Nocardioides sp013177455 [0.24]

s__Nocardioides dokdonensis [0.23]

s__Nocardioides marinisabuli [0.2]

s__Nocardioides sp000015265 [0.24]

s__Nocardioides ungokensis [0.18]

s__Nocardioides humi [0.23]

s__Nocardioides sp014108865 [0.23]

s__Nocardioides sp018388425 [0.23]

s__Nocardioides sambongensis [0.21]

s__Nocardioides baekrokdamisoli [0.19]

s__Nocardioides aquaticus [0.2]

s__Nocardioides dongxiaopingii [0.19]

s__Nocardioides anomalus [0.19]

s__Nocardioides daphniae [0.19]

s__Nocardioides sp006007965 [0.22]

s__Nocardioides sp004014875 [0.23]

s__Nocardioides houyundeii [0.2]

s__Nocardioides sp013624415 [0.23]

s__Nocardioides sp014265965 [0.21]

s__Nocardioides sp017310035 [0.21]

s__Nocardioides seonyuensis [0.21]

s__Nocardioides piscis [0.17]

s__Nocardioides euryhalodurans [0.2]

s__Nocardioides cynanchi [0.19]

s__Nocardioides sp012272695 [0.22]

s__Nocardioides_B mesophilus [0.24]

s__JABFXA01 sp019039255 [0.2]

s__Marmoricola_A sp011299595 [0.24]

s__Aeromicrobium chenweiae [0.2]

s__Aeromicrobium yanjiei [0.2]

s__Aeromicrobium sp003443875 [0.18]

s__Aeromicrobium erythreum [0.23]

s__Aeromicrobium sp014334735 [0.2]

s__Mumia sp014127285 [0.23]

s__Arachnia flavescens [0.21]

s__Arachnia aquimaris [0.23]

s__Arachnia defluvii [0.22]

s__Arachnia sp001956895 [0.25]

s__Arachnia rubra [0.21]

s__Arachnia propionica [0.23]

s__Arachnia timonensis [0.24]

s__Acidipropionibacterium acidipropionici [0.25]

s__Acidipropionibacterium virtanenii [0.24]

s__Cutibacterium acnes [0.17]

s__Cutibacterium granulosum [0.22]

s__Propionimicrobium sp900155645 [0.26]

s__Propionibacterium freudenreichii [0.23]

s__Brevilactibacter coleopterorum [0.25]

s__Brevilactibacter sp014164685 [0.23]

s__Micropruina glycogenica [0.2]

s__Raineyella sp009646095 [0.23]

s__Microlunatus_A sp009707365 [0.22]

s__Microlunatus_A sp007362775 [0.24]

s__Microlunatus phosphovorus [0.23]

s__Kribbella flavida [0.26]

s__Kribbella qitaiheensis [0.23]

s__Planktophila sulfonica [0.18]

s__Planktophila dulcis [0.17]

s__Planktophila versatilis [0.2]

s__Planktophila lacus [0.21]

s__Planktophila limnetica [0.19]

s__Planktophila vernalis [0.2]

s__Nanopelagicus hibericus [0.17]

s__Nanopelagicus limnes [0.17]

s__Nanopelagicus abundans [0.17]

s__Curtobacterium sp016267665 [0.21]

s__Curtobacterium sp001806325 [0.21]

s__Curtobacterium sp000772085 [0.21]

s__Curtobacterium oceanosedimentum [0.19]

s__Curtobacterium sp018885305 [0.2]

s__Frondihabitans sp001577365 [0.17]

s__Frondihabitans sp002074055 [0.18]

s__Protaetiibacter intestinalis [0.21]

s__Protaetiibacter sp014483895 [0.23]

s__Protaetiibacter larvae [0.18]

s__Protaetiibacter sp011751905 [0.2]

s__Yonghaparkia sp012530535 [0.22]

s__Marinisubtilis indicus [0.24]

s__Microcella alkaliphila_A [0.23]

s__ZJ450 sp009755725 [0.21]

s__ZJ450 sp011751885 [0.21]

s__Lacisediminihabitans sp014217685 [0.19]

s__Marisediminicola antarctica [0.21]

s__Homoserinimonas hongtaonis [0.21]

s__Homoserinimonas sp008001035 [0.21]

s__Rhodoglobus sp004118935 [0.21]

s__Clavibacter nebraskensis [0.2]

s__Clavibacter sepedonicus [0.23]

s__Clavibacter capsici [0.22]

s__Clavibacter zhangzhiyongii [0.21]

s__Agreia sp904528075 [0.2]

s__Subtercola sp018889995 [0.19]

s__Herbiconiux sp013113715 [0.23]

s__Agromyces badenianii [0.23]

s__Agromyces laixinhei [0.23]

s__Agromyces aureus [0.25]

s__Agromyces protaetiae [0.24]

s__Agromyces sp004006235 [0.26]

s__WSTA01 sp018024495 [0.23]

s__Microterricola viridarii_A [0.21]

s__Rathayibacter sp009834185 [0.22]

s__Rathayibacter festucae [0.22]

s__Rathayibacter sp009834225 [0.21]

s__Rathayibacter rathayi [0.18]

s__Cryobacterium arcticum_A [0.21]

s__Cryobacterium soli [0.21]

s__Leifsonia cynodontis [0.19]

s__Leifsonia xyli_C [0.18]

s__Leifsonia shinshuensis_A [0.25]

s__Humibacter sp007859675 [0.23]

s__Gryllotalpicola protaetiae [0.2]

s__Mycetocola_A zhujimingii [0.21]

s__Plantibacter cousiniae [0.21]

s__Microbacterium_A fandaimingii [0.24]

s__Microbacterium_A chengjingii [0.26]

s__Microbacterium wangchenii [0.23]

s__Microbacterium lushaniae [0.22]

s__Microbacterium sp003931875 [0.25]

s__Microbacterium testaceum_F [0.21]

s__Microbacterium sp001792815 [0.21]

s__Microbacterium chocolatum [0.21]

s__Microbacterium sp900098805 [0.23]

s__Microbacterium sp003850245 [0.2]

s__Microbacterium schleiferi [0.2]

s__Microbacterium sp015277855 [0.25]

s__Microbacterium sp015277815 [0.23]

s__Microbacterium hominis_B [0.22]

s__Microbacterium lemovicicum [0.22]

s__Microbacterium sp011046485 [0.23]

s__Microbacterium sp001314225 [0.31]

s__Microbacterium oleivorans_C [0.23]

s__Microbacterium sp005347485 [0.23]

s__Microbacterium caowuchunii [0.22]

s__Microbacterium endophyticum [0.2]

s__Microbacterium protaetiae [0.22]

s__Microbacterium sp001889265 [0.23]

s__Microbacterium foliorum_B [0.23]

s__Microbacterium foliorum [0.24]

s__Microbacterium hydrocarbonoxydans_B [0.22]

s__Microbacterium sp001513675 [0.25]

s__Microbacterium sp002456035 [0.22]

s__Microbacterium sp001595495 [0.23]

s__Microbacterium sp008271365 [0.22]

s__Microbacterium sp014171575 [0.22]

s__Microbacterium sp015277895 [0.23]

s__Microbacterium sp015040615 [0.25]

s__Microbacterium sp017968845 [0.15]

s__Microbacterium sediminis [0.2]

s__Microbacterium amylolyticum [0.21]

s__Microbacterium sp016805985 [0.23]

s__Leucobacter coleopterorum [0.19]

s__Leucobacter viscericola [0.26]

s__Leucobacter insecticola [0.22]

s__Leucobacter denitrificans [0.24]

s__Leucobacter muris [0.25]

s__Leucobacter triazinivorans [0.3]

s__Cx-87 sp014529995 [0.25]

s__Aurantimicrobium sp003325955 [0.17]

s__Aurantimicrobium minutum [0.17]

s__Aurantimicrobium sp003194085 [0.2]

s__Agrococcus sp005484985 [0.22]

s__Agrococcus sp018308945 [0.2]

s__Pontimonas salivibrio [0.22]

s__Rhodoluna limnophila [-0.05]

s__Rhodoluna lacicola [-0.05]

s__Rhodoluna planktonica [-0.05]

s__Aquiluna borgnonia [-0.04]

s__Tropheryma whipplei [0.1]

s__Pseudarthrobacter sulfonivorans_A [0.25]

s__Pseudarthrobacter sp002929755 [0.25]

s__Pseudarthrobacter sp014217545 [0.24]

s__Pseudarthrobacter psychrotolerans [0.23]

s__Pseudarthrobacter luteus_A [0.23]

s__Pseudarthrobacter sp006517815 [0.23]

s__Pseudarthrobacter chlorophenolicus [0.22]

s__Pseudarthrobacter phenanthrenivorans [0.25]

s__Pseudarthrobacter sp002953935 [0.25]

s__Arthrobacter_I sp007858535 [0.25]

s__Arthrobacter_I sp005937985 [0.23]

s__Arthrobacter_I sp001750145 [0.24]

s__Arthrobacter_I sp004798705 [0.22]

s__Arthrobacter_I sp000196235 [0.24]

s__Arthrobacter_I sp005280255 [0.24]

s__Arthrobacter sp001969265 [0.25]

s__Paenarthrobacter sp002224285 [0.26]

s__Paenarthrobacter sp017357425 [0.26]

s__Paenarthrobacter aurescens_A [0.25]

s__Sinomonas atrocyanea [0.28]

s__Specibacter sp000785535 [0.23]

s__Specibacter alpinus_C [0.22]

s__Specibacter alpinus_A [0.22]

s__Specibacter sp001281315 [0.24]

s__Specibacter dokdonellae [0.24]

s__Renibacterium salmoninarum [0.2]

s__Psychromicrobium lacuslunae [0.22]

s__Arthrobacter_B sp002929435 [0.25]

s__Arthrobacter_B sp018622995 [0.26]

s__Arthrobacter_F crystallopoietes_B [0.28]

s__Arthrobacter_F crystallopoietes [0.29]

s__Micrococcus luteus [0.3]

s__Citricoccus sp005877055 [0.29]

s__Nesterenkonia sp007922635 [0.27]

s__Glutamicibacter arilaitensis [0.24]

s__Glutamicibacter halophytocola [0.26]

s__Glutamicibacter creatinolyticus [0.28]

s__Rothia nasimurium_C [0.25]

s__Rothia amarae [0.25]

s__Rothia sp016924835 [0.27]

s__Rothia mucilaginosa_B [0.28]

s__Rothia dentocariosa [0.28]

s__Rothia sp004136585 [0.28]

s__Kocuria flava [0.35]

s__Kocuria rosea [0.33]

s__Kocuria rhizophila_A [0.29]

s__Brevibacterium sp012844365 [0.26]

s__Brevibacterium sp011617465 [0.26]

s__Brevibacterium sp011617705 [0.27]

s__Brevibacterium sp011617245 [0.26]

s__Brevibacterium sp018137945 [0.24]

s__Brevibacterium sp005280295 [0.23]

s__Actinomyces sp009930875 [0.27]

s__Actinomyces procaprae [0.3]

s__Actinomyces qiguomingii [0.31]

s__Actinomyces sp001278845 [0.26]

s__Actinomyces howellii [0.28]

s__Actinomyces sp011751985 [0.24]

s__Actinomyces sp013185035 [0.25]

s__Actinomyces radicidentis [0.27]

s__Actinomyces oris_E [0.25]

s__Actinomyces oris_A [0.26]

s__Actinomyces viscosus [0.26]

s__Actinomyces slackii [0.26]

s__Actinomyces wuliandei [0.23]

s__Actinomyces sp002999235 [0.23]

s__Actinomyces marmotae [0.27]

s__Actinomyces weissii [0.24]

s__Actinomyces sp015711475 [0.22]

s__Pauljensenia odontolytica_C [0.29]

s__Pauljensenia odontolytica_A [0.27]

s__Pauljensenia sp011038875 [0.28]

s__Pauljensenia sp018986735 [0.29]

s__Scrofimicrobium sp014069575 [0.25]

s__UMGS822 sp015240065 [0.29]

s__Boudabousia tangfeifanii [0.3]

s__ZJ293 sp011751725 [0.26]

s__Arcanobacterium phocisimile [0.27]

s__Arcanobacterium sp012563545 [0.26]

s__Arcanobacterium haemolyticum [0.29]

s__Trueperella pecoris [0.24]

s__Trueperella bialowiezensis [0.28]

s__Asp313 sp003073475 [0.25]

s__Ancrocorticia sp014041995 [0.24]

s__Actinotignum schaalii [0.28]

s__Flaviflexus sp014069875 [0.21]

s__Flaviflexus salsibiostraticola [0.24]

s__Flaviflexus sp003971195 [0.21]

s__Georgenia sp006352065 [0.26]

s__Georgenia_A faecalis [0.24]

s__Oceanitalea sp006349365 [0.26]

s__Ruania sp008000995 [0.24]

s__Haloactinobacterium sp014960965 [0.24]

s__Occultella sp009708215 [0.26]

s__HY158 sp009660225 [0.24]

s__Beutenbergia cavernae [0.27]

s__Xylanimonas sp004135385 [0.26]

s__Xylanimonas cellulosilytica [0.26]

s__Xylanimonas allomyrinae [0.25]

s__Isoptericola variabilis_A [0.25]

s__Isoptericola dokdonensis [0.26]

s__Cellulosimicrobium sp009708005 [0.27]

s__Luteimicrobium xylanilyticum [0.23]

s__Oerskovia sp005937995 [0.24]

s__Sanguibacter keddieii [0.25]

s__Jonesia denitrificans [0.23]

s__Flavimobilis sp011300875 [0.27]

s__Cellulomonas flavigena [0.25]

s__Cellulomonas sp018623035 [0.26]

s__Cellulomonas sp018388445 [0.27]

s__Cellulomonas shaoxiangyii [0.26]

s__Cellulomonas sp009720485 [0.26]

s__Cellulomonas fimi [0.27]

s__Cellulomonas sp018388465 [0.25]

s__Cellulomonas gilvus [0.26]

s__Cellulomonas taurus [0.22]

s__Cellulomonas sp008033115 [0.25]

s__Cellulomonas sp017569225 [0.23]

s__Actinotalea sp014042015 [0.24]

s__Bifidobacterium longum [0.35]

s__Bifidobacterium infantis [0.37]

s__Bifidobacterium breve [0.36]

s__Bifidobacterium lemurum [0.38]

s__Bifidobacterium eulemuris [0.38]

s__Bifidobacterium angulatum [0.36]

s__Bifidobacterium bifidum [0.31]

s__Bifidobacterium scardovii [0.36]

s__Bifidobacterium catenulatum [0.35]

s__Bifidobacterium kashiwanohense [0.35]

s__Bifidobacterium kashiwanohense_A [0.36]

s__Bifidobacterium pseudocatenulatum [0.36]

s__Bifidobacterium adolescentis [0.35]

s__Bifidobacterium dentium [0.34]

s__Bifidobacterium vaginale [0.38]

s__Bifidobacterium animalis [0.27]

s__Bifidobacterium indicum [0.32]

s__Bifidobacterium asteroides [0.36]

s__Bifidobacterium actinocoloniiforme [0.34]

s__Parascardovia denticolens [0.26]

s__Scardovia inopinata [0.31]

s__Brachybacterium avium [0.29]

s__Brachybacterium vulturis [0.29]

s__Brachybacterium ginsengisoli [0.28]

s__Brachybacterium faecium [0.3]

s__Brachybacterium saurashtrense [0.3]

s__Brachybacterium sp001969445 [0.29]

s__Brachybacterium sp005490785 [0.28]

s__Dermabacter vaginalis [0.29]

s__Devriesea agamarum [0.26]

s__Kineococcus radiotolerans [0.24]

s__Marihabitans melonis [0.23]

s__Janibacter limosus_A [0.22]

s__Phycicoccus sp011383005 [0.21]

s__Pedococcus sp009707485 [0.22]

s__Intrasporangium calvum [0.21]

s__Yimella sp014530045 [0.23]

s__Luteipulveratus mongoliensis [0.25]

s__Arsenicicoccus sp001189535 [0.23]

s__Mobilicoccus sp012277275 [0.25]

s__Dermatophilus congolensis [0.25]

s__Austwickia chelonae_A [0.25]

s__Serinicoccus profundi [0.21]

s__Serinicoccus chungangensis [0.23]

s__Serinicoccus marinus [0.19]

s__Serinicoccus hydrothermalis [0.23]

s__Serinicoccus sp004322775 [0.25]

s__Serinicoccus pratense [0.2]

s__Serinicoccus flavus [0.18]

s__Ornithinimicrobium sp003351765 [0.22]

s__Ornithinicoccus sp007197575 [0.22]

s__Kytococcus sedentarius [0.14]

s__Euzebya sp003344865 [0.21]

s__Egibacter rhizosphaerae [0.32]

s__Egicoccus halophilus [0.31]

s__Aquihabitans sp019048865 [0.16]

s__Actinomarinicola tropica [0.21]

s__Ilumatobacter_A coccineus [0.11]

s__Acidimicrobium ferrooxidans [0.28]

s__SCSIO-52909 sp011492945 [0.34]

s__SCSIO-52915 sp011492965 [0.32]

s__Rubrobacter indicoceani [0.31]

s__Rubrobacter_B xylanophilus_A [0.34]

s__Rubrobacter_B xylanophilus [0.32]

s__Miltoncostaea marina [0.18]

s__Miltoncostaea oceani [0.18]

s__Conexibacter woesei [0.22]

s__Baekduia soli [0.11]

s__Eggerthella lenta [0.49]

s__Eggerthella sp014287365 [0.5]

s__Enteroscipio sp000270285 [0.48]

s__Gordonibacter urolithinfaciens [0.49]

s__Adlercreutzia equolifaciens [0.47]

s__Adlercreutzia celatus_A [0.46]

s__Berryella intestinalis [0.41]

s__Denitrobacterium detoxificans [0.41]

s__Cryptobacterium curtum [0.47]

s__Slackia heliotrinireducens [0.49]

s__Phoenicibacter congonensis [0.38]

s__Thermophilibacter sp002407785 [0.45]

s__Thermophilibacter timonensis [0.42]

s__Lancefieldella parvula [0.38]

s__Olsenella_F sp001189515 [0.46]

s__Olsenella uli [0.47]

s__UBA7748 sp003862175 [0.3]

s__Parolsenella catena [0.46]

s__Collinsella aerofaciens [0.49]

s__Collinsella aerofaciens_A [0.49]

s__Collinsella sp018889955 [0.43]

s__Coriobacterium glomerans [0.48]

s__Deinococcus actinosclerus [0.21]

s__Deinococcus soli [0.2]

s__Deinococcus ficus [0.23]

s__Deinococcus gobiensis [0.23]

s__Deinococcus radiodurans [0.19]

s__Deinococcus puniceus [0.18]

s__Deinococcus geothermalis [0.19]

s__Deinococcus sp002953415 [0.19]

s__Deinococcus proteolyticus [0.2]

s__Deinococcus sp003860465 [0.19]

s__Deinococcus_B maricopensis [0.22]

s__Deinococcus_A peraridilitoris [0.22]

s__Truepera radiovictrix [0.22]

s__Thermus caldilimi [0.2]

s__Thermus sp000236585 [0.21]

s__Thermus brockianus [0.21]

s__Thermus parvatiensis [0.17]

s__Thermus thermophilus [0.18]

s__Meiothermus_B silvanus [0.26]

s__Meiothermus ruber [0.24]

s__Marinithermus hydrothermalis [0.31]

s__Oceanithermus profundus [0.32]

s__Mycoplasmopsis_A glycophilum [0.33]

s__Mycoplasmopsis_A gallopavonis [0.28]

s__Mycoplasmopsis_A sp009792315 [0.28]

s__Mycoplasmopsis_A nasistruthionis [0.26]

s__Mycoplasmopsis_A sp014352955 [0.34]

s__Mycoplasmopsis_A edwardii [0.27]

s__Mycoplasmopsis_A cynos [0.22]

s__Mycoplasmopsis_A canis [0.29]

s__Mycoplasmopsis_A bovirhinis [0.26]

s__Mycoplasmopsis_A sp013348745 [0.3]

s__Mycoplasmopsis_A gallinaceum [0.34]

s__Mycoplasmopsis_A gallinacea_A [0.34]

s__Mycoplasmopsis_A citelli [0.29]

s__Mycoplasmopsis_A columborale [0.24]

s__Mycoplasmopsis_A synoviae [0.12]

s__Mycoplasmopsis_A anserisalpingitidis_A [0.28]

s__Mycoplasmopsis_A anserisalpingitidis [0.26]

s__Mycoplasmopsis_A anatis [0.24]

s__Mycoplasmopsis_A pullorum [0.29]

s__Mycoplasmopsis_A crocodyli [0.3]

s__Mycoplasmopsis bovis [0.37]

s__Mycoplasmopsis agalactiae [0.3]

s__Mycoplasmopsis sp016925555 [0.34]

s__Mycoplasmopsis maculosa [0.32]

s__Mycoplasmopsis bovigenitalium [0.27]

s__Mycoplasmopsis sp013008635 [0.3]

s__Mycoplasmopsis californica [0.32]

s__Mycoplasmopsis phocirhinis [0.21]

s__Mycoplasmopsis meleagridis [0.25]

s__Mycoplasmopsis columbina [0.28]

s__Mycoplasmopsis_B pulmonis [0.27]

s__Metamycoplasma canadense [0.35]

s__Metamycoplasma arginini [0.37]

s__Metamycoplasma alkalescens [0.38]

s__Metamycoplasma phocicerebrale [0.18]

s__Metamycoplasma sp012934885 [0.35]

s__Metamycoplasma phocidae [0.14]

s__Metamycoplasma struthionis [0.28]

s__Metamycoplasma hominis [0.18]

s__Metamycoplasma arthritidis [0.43]

s__Metamycoplasma cloacale [0.14]

s__Metamycoplasma salivarium [0.35]

s__Metamycoplasma sp012934855 [0.22]

s__Metamycoplasma sp013008815 [0.21]

s__Mesomycoplasma hyopneumoniae [0.24]

s__Mesomycoplasma flocculare [0.24]

s__Mesomycoplasma dispar [0.26]

s__Mesomycoplasma bovoculi [0.21]

s__Mesomycoplasma sp012516495 [0.22]

s__Mesomycoplasma neurolyticum [0.31]

s__Mycoplasma_J mobile [0.24]

s__Hepatoplasma crinochetorum_B [0.22]

s__Mycoplasmoides pneumoniae [0.06]

s__Mycoplasmoides genitalium [0.01]

s__Mycoplasmoides gallisepticum [0.14]

s__Mycoplasmoides tullyi [0.14]

s__Malacoplasma iowae [0.36]

s__Malacoplasma penetrans [0.34]

s__Ureaplasma parvum [0.42]

s__Eperythrozoon_A suis [-0.01]

s__Eperythrozoon_A parvum [-0.0]

s__Eperythrozoon_A haemolamae [-0.0]

s__Eperythrozoon_A wenyonii [0.01]

s__Eperythrozoon_B haemofelis [-0.07]

s__Eperythrozoon_B haemocanis [-0.07]

s__GCF-1484045 sp001484045 [0.25]

s__Spiroplasma_A clarkii [0.67]

s__Spiroplasma_A chinense [0.67]

s__Spiroplasma_A culicicola [0.7]

s__Spiroplasma_A gladiatoris [0.57]

s__Spiroplasma_A tabanidicola [0.6]

s__Spiroplasma_A helicoides [0.65]

s__Spiroplasma_A apis [0.63]

s__Spiroplasma_A sp010365805 [0.68]

s__Spiroplasma_A monobiae [0.7]

s__Spiroplasma_A floricola [0.65]

s__Spiroplasma_A diminutum [0.69]

s__Spiroplasma_A cantharicola [0.68]

s__Spiroplasma_A taiwanense [0.53]

s__Spiroplasma_A litorale [0.54]

s__Spiroplasma_A corruscae [0.54]

s__Spiroplasma_A turonicum [0.55]

s__Spiroplasma_A sp010365785 [-0.03]

s__Spiroplasma_B sabaudiense [0.63]

s__Spiroplasma_B alleghenense [0.57]

s__Mesoplasma entomophilum [0.58]

s__Mesoplasma coleopterae [0.59]

s__Mesoplasma tabanidae [0.56]

s__Mesoplasma florum [0.59]

s__Mesoplasma melaleucae [0.42]

s__Mesoplasma chauliocola [0.56]

s__Mycoplasma leachii [0.42]

s__Mycoplasma capricolum [0.46]

s__Mycoplasma capri [0.43]

s__Mycoplasma putrefaciens [0.51]

s__Mycoplasma yeatsii [0.56]

s__Tullyiplasma syrphidae [0.54]

s__Williamsoniiplasma freundtii [0.54]

s__Williamsoniiplasma luminosum [0.51]

s__Williamsoniiplasma somnilux [0.6]

s__Edwardiiplasma lactucae [0.65]

s__Spiroplasma melliferum [0.68]

s__Spiroplasma citri [0.53]

s__Spiroplasma phoeniceum [0.55]

s__Spiroplasma sp001886495 [0.68]

s__Spiroplasma chrysopicola [0.69]

s__Spiroplasma syrphidicola [0.69]

s__Spiroplasma eriocheiris [0.68]

s__Spiroplasma mirum [0.48]

s__Nriv7 sp018831625 [0.43]

s__Erysipelothrix sp011299615 [0.65]

s__Erysipelothrix sp011301115 [0.63]

s__Erysipelothrix sp011400295 [0.65]

s__Erysipelothrix inopinata [0.64]

s__Erysipelothrix larvae [0.64]

s__NSJ-61 sp003433845 [0.72]

s__Amedibacterium intestinale [0.74]

s__Faecalibaculum rodentium [0.5]

s__Bulleidia sp016812035 [0.52]

s__Erysipelatoclostridium ramosum [0.72]

s__Intestinibaculum porci [0.68]

s__Phytoplasma ziziphi [0.42]

s__Phytoplasma luffae [0.44]

s__Phytoplasma mali [0.48]

s__Phytoplasma sp000012225 [0.48]

s__Acholeplasma_D palmae [-0.07]

s__Acholeplasma hippikon [0.63]

s__Acholeplasma laidlawii [0.6]

s__Acholeplasma_A axanthum [0.69]

s__MZ-XQ sp016865445 [0.69]

s__Acholeplasma_C brassicae [-0.09]

s__Turicibacter sanguinis [0.77]

s__Turicibacter sp001543345 [0.73]

s__Staphylococcus aureus [0.74]

s__Staphylococcus argenteus [0.76]

s__Staphylococcus simiae_A [0.76]

s__Staphylococcus warneri [0.79]

s__Staphylococcus warneri_A [0.78]

s__Staphylococcus epidermidis [0.79]

s__Staphylococcus haemolyticus [0.79]

s__Staphylococcus xylosus_A [0.79]

s__Staphylococcus saprophyticus [0.78]

s__Staphylococcus kloosii [0.8]

s__Staphylococcus lloydii [0.79]

s__Staphylococcus debuckii [0.77]

s__Staphylococcus piscifermentans [0.77]

s__Staphylococcus condimenti [0.79]

s__Staphylococcus sp010365305 [0.74]

s__Staphylococcus delphini [0.77]

s__Staphylococcus lutrae [0.77]

s__Staphylococcus schleiferi [0.76]

s__Staphylococcus sp013463155 [0.79]

s__Staphylococcus muscae [0.79]

s__Staphylococcus felis [0.75]

s__Staphylococcus hyicus [0.77]

s__Macrococcus_B canis [0.75]

s__Gemella morbillorum [0.71]

s__Gemella sp018866345 [0.63]

s__Streptococcus australis_A [0.52]

s__Streptococcus oralis_AC [0.53]

s__Streptococcus mitis_AX [0.51]

s__Streptococcus sp002355895 [0.53]

s__Streptococcus oralis_S [0.51]

s__Streptococcus oralis_BO [0.54]

s__Streptococcus oralis_F [0.51]

s__Streptococcus oralis [0.53]

s__Streptococcus oralis_L [0.52]

s__Streptococcus oralis_H [0.52]

s__Streptococcus mitis_AR [0.52]

s__Streptococcus mitis_Q [0.52]

s__Streptococcus mitis [0.5]

s__Streptococcus pneumoniae [0.49]

s__Streptococcus pseudopneumoniae_E [0.52]

s__Streptococcus mitis_AK [0.52]

s__Streptococcus mitis_BO [0.51]

s__Streptococcus mitis_BT [0.51]

s__Streptococcus gwangjuense [0.51]

s__Streptococcus sp001553685 [0.53]

s__Streptococcus sp013394695 [0.51]

s__Streptococcus parasanguinis [0.5]

s__Streptococcus koreensis [0.48]

s__Streptococcus sanguinis_G [0.52]

s__Streptococcus sanguinis_H [0.51]

s__Streptococcus cristatus_B [0.49]

s__Streptococcus anginosus [0.53]

s__Streptococcus anginosus_C [0.55]

s__Streptococcus himalayensis [0.48]

s__Streptococcus suis [0.49]

s__Streptococcus suis_W [0.5]

s__Streptococcus ruminantium [0.49]

s__Streptococcus sp018137985 [0.52]

s__Streptococcus sp013623465 [0.5]

s__Streptococcus marmotae [0.5]

s__Streptococcus respiraculi [0.49]

s__Streptococcus porcinus_A [0.55]

s__Streptococcus porcinus [0.54]

s__Streptococcus uberis [0.51]

s__Streptococcus canis [0.5]

s__Streptococcus pyogenes [0.52]

s__Streptococcus sp001556435 [0.5]

s__Streptococcus salivarius [0.51]

s__Streptococcus thermophilus [0.44]

s__Streptococcus pluranimalium [0.5]

s__Streptococcus halotolerans [0.48]

s__Streptococcus gallolyticus [0.55]

s__Streptococcus lutetiensis [0.48]

s__Streptococcus pantholopis [0.54]

s__Streptococcus chenjunshii [0.57]

s__Streptococcus troglodytae [0.48]

s__Streptococcus mutans [0.52]

s__Lactococcus allomyrinae [0.39]

s__Lactococcus sp006965445 [0.36]

s__Lactococcus garvieae_A [0.41]

s__Lactococcus_A paracarnosus [0.41]

s__Lactococcus_A carnosus [0.42]

s__Enterococcus_B mundtii_C [0.72]

s__Enterococcus_B pernyi [0.73]

s__Enterococcus_B mundtii [0.75]

s__Enterococcus_B hirae [0.72]

s__Tetragenococcus osmophilus [0.73]

s__Tetragenococcus koreensis [0.75]

s__Enterococcus_D sp002850555 [0.73]

s__Enterococcus_C saigonensis [0.76]

s__Enterococcus wangshanyuanii [0.74]

s__Vagococcus teuberi [0.72]

s__Vagococcus penaei [0.72]

s__Vagococcus carniphilus [0.74]

s__Vagococcus hydrophili [0.74]

s__Vagococcus_A sp004792515 [0.74]

s__Vagococcus_A zengguangii [0.74]

s__Vagococcus_D coleopterorum [0.73]

s__Leuconostoc suionicum [0.51]

s__Leuconostoc mesenteroides [0.52]

s__Leuconostoc mesenteroides_B [0.49]

s__Leuconostoc kimchii [0.49]

s__Leuconostoc lactis_A [0.47]

s__Oenococcus sicerae [0.36]

s__Oenococcus sp004010835 [0.41]

s__Weissella diestrammenae [0.6]

s__Weissella coleopterorum [0.62]

s__Weissella soli [0.61]

s__Weissella confusa_B [0.67]

s__Weissella hellenica_B [0.66]

s__Weissella ceti_A [0.63]

s__Furfurilactobacillus rossiae_A [0.72]

s__Limosilactobacillus reuteri [0.69]

s__Limosilactobacillus reuteri_D [0.64]

s__Paucilactobacillus hokkaidonensis [0.73]

s__Lentilactobacillus curieae [0.73]

s__Lentilactobacillus buchneri [0.73]

s__Acetilactobacillus jinshanensis [0.65]

s__Apilactobacillus bombintestini [0.72]

s__Pediococcus inopinatus [0.67]

s__Pediococcus claussenii [0.68]

s__Lactiplantibacillus plantarum [0.73]

s__Lactiplantibacillus paraplantarum [0.72]

s__Lactiplantibacillus pentosus [0.74]

s__Lactiplantibacillus sp002970935 [0.73]

s__Lactiplantibacillus sp002970915 [0.74]

s__Companilactobacillus farciminis [0.69]

s__Companilactobacillus pabuli [0.69]

s__Companilactobacillus alimentarius [0.68]

s__Companilactobacillus heilongjiangensis [0.68]

s__Companilactobacillus zhachilii [0.67]

s__Companilactobacillus allii [0.68]

s__Companilactobacillus ginsenosidimutans [0.69]

s__Lactobacillus paragasseri [0.57]

s__Lactobacillus gasseri [0.57]

s__Lactobacillus crispatus [0.54]

s__Lactobacillus amylovorus [0.54]

s__Amylolactobacillus amylophilus [0.6]

s__Lacticaseibacillus rhamnosus [0.75]

s__Lacticaseibacillus casei [0.73]

s__Lacticaseibacillus paracasei [0.74]

s__Latilactobacillus sakei [0.72]

s__Latilactobacillus sakei_A [0.73]

s__Latilactobacillus curvatus [0.72]

s__Loigolactobacillus coryniformis [0.69]

s__Aerococcus urinae [0.74]

s__Aerococcus urinae_A [0.7]

s__Aerococcus christensenii [0.66]

s__Aerococcus sanguinicola [0.75]

s__Aerococcus urinaeequi [0.75]

s__Aerococcus viridans [0.7]

s__Aerococcus urinaehominis [0.75]

s__Suicoccus acidiformans [0.69]

s__Jeotgalibaca arthritidis [0.72]

s__Jeotgalibaca ciconiae [0.73]

s__Jeotgalibaca dankookensis [0.75]

s__Jeotgalibaca porci [0.73]

s__Carnobacterium_A sp000195575 [0.76]

s__Carnobacterium_A sp001483965 [0.74]

s__Listeria monocytogenes_B [0.79]

s__Listeria monocytogenes [0.8]

s__Listeria welshimeri [0.79]

s__Listeria ivanovii [0.78]

s__Listeria londoniensis [0.79]

s__Listeria seeligeri [0.78]

s__Listeria sp902806445 [0.78]

s__Listeria_A weihenstephanensis [0.75]

s__Virgibacillus pantothenticus [0.73]

s__Virgibacillus sp000725285 [0.78]

s__Oceanobacillus iheyensis [0.78]

s__Oceanobacillus zhaokaii [0.77]

s__Lentibacillus sp013373365 [0.71]

s__Lentibacillus amyloliquefaciens [0.74]

s__Virgibacillus_F phasianinus [0.77]

s__Virgibacillus_F necropolis [0.77]

s__Paraliobacillus_A zengyii [0.78]

s__Amphibacillus xylanus [0.75]

s__Gracilibacillus sp002797295 [0.77]

s__Sediminibacillus sp017792025 [0.76]

s__Radiobacillus deserti [0.75]

s__Terribacillus aidingensis_A [0.77]

s__Halobacillus litoralis_A [0.76]

s__Halobacillus sp001592845 [0.76]

s__Halobacillus halophilus [0.75]

s__Halobacillus mangrovi [0.78]

s__Pontibacillus sp009858175 [0.76]

s__Salinibacillus sp010092505 [0.76]

s__Salisediminibacterium selenitireducens [0.75]

s__Salisediminibacterium beveridgei [0.73]

s__Alkalicoccus sp006965545 [0.78]

s__Evansella cellulosilytica [0.78]

s__Salicibibacter cibi [0.71]

s__Salicibibacter cibarius [0.72]

s__Salicibibacter halophilus [0.67]

s__Salicibibacter kimchii [0.71]

s__Bacillus_S pseudofirmus [0.75]

s__Bacillus_L krulwichiae [0.76]

s__Bacillus_H clausii [0.77]

s__Anaerobacillus isosaccharinicus [0.73]

s__Fictibacillus arsenicus_B [0.77]

s__Fictibacillus phosphorivorans_A [0.76]

s__Anaerobacillus_A sp009818105 [0.74]

s__Bacillus subtilis [0.76]

s__Bacillus spizizenii [0.77]

s__Bacillus vallismortis [0.75]

s__Bacillus amyloliquefaciens [0.76]

s__Bacillus licheniformis [0.75]

s__Bacillus pumilus [0.76]

s__Bacillus pumilus_N [0.75]

s__Metabacillus litoralis_B [0.76]

s__Metabacillus weihaiensis [0.75]

s__Metabacillus sp004801455 [0.75]

s__Metabacillus litoralis_A [0.76]

s__Bacillus_P sp002858905 [0.74]

s__Priestia megaterium [0.78]

s__Priestia megaterium_A [0.79]

s__Geobacillus subterraneus [0.74]

s__Geobacillus sp002077765 [0.75]

s__Geobacillus sp000445995 [0.74]

s__Parageobacillus toebii [0.77]

s__Parageobacillus thermoglucosidasius [0.76]

s__Anoxybacillus_A amylolyticus [0.74]

s__Anoxybacillus flavithermus_G [0.73]

s__Anoxybacillus gonensis [0.78]

s__Bacillus_A thuringiensis [0.76]

s__Bacillus_A thuringiensis_S [0.77]

s__Bacillus_A bombysepticus [0.75]

s__Bacillus_A cereus [0.76]

s__Bacillus_A mycoides [0.75]

s__Bacillus_A cereus_U [0.76]

s__Bacillus_A sp018966865 [0.76]

s__Bacillus_A toyonensis [0.77]

s__Bacillus_A anthracis [0.76]

s__Bacillus_A cytotoxicus [0.76]

s__Sutcliffiella_A sp009363695 [0.73]

s__Sutcliffiella_A horikoshii_C [0.75]

s__Cytobacillus oceanisediminis_B [0.73]

s__Cytobacillus dafuensis [0.75]

s__Cytobacillus kochii [0.75]

s__Bacillus_AB infantis [0.75]

s__Robertmurraya sp003586445 [0.76]

s__Niallia circulans_A [0.74]

s__Bacillus_Z methanolicus_A [0.74]

s__Bacillus_BU sp000242895 [0.75]

s__Neobacillus sp005154805 [0.77]

s__Peribacillus simplex_A [0.72]

s__Peribacillus simplex [0.72]

s__Peribacillus muralis_A [0.72]

s__Peribacillus asahii_A [0.75]

s__Pradoshia sp001685035 [0.73]

s__Jeotgalibacillus malaysiensis [0.78]

s__R1DC41 sp015482585 [0.77]

s__Rossellomorea marisflavi_A [0.68]

s__Bacillus_O smithii [0.75]

s__Weizmannia coagulans_A [0.75]

s__Heyndrickxia vini [0.76]

s__L13 sp012955605 [0.72]

s__Lysinibacillus fusiformis_F [0.75]

s__Lysinibacillus sphaericus_A [0.74]

s__Lysinibacillus sp001278875 [0.72]

s__Lysinibacillus sphaericus [0.76]

s__Solibacillus sp002736105 [0.76]

s__Solibacillus sp003073375 [0.76]

s__Ureibacillus sp005491425 [0.77]

s__Psychrobacillus glaciei [0.74]

s__Psychrobacillus sp018140925 [0.75]

s__Psychrobacillus sp008807035 [0.74]

s__K2R23-3 sp003595195 [0.74]

s__Paenisporosarcina antarctica [0.73]

s__Planococcus halocryophilus [0.76]

s__Planococcus donghaensis [0.77]

s__Planococcus sp000785555 [0.77]

s__Planococcus versutus [0.75]

s__Planococcus kocurii [0.75]

s__Planococcus antarcticus [0.72]

s__Planococcus rifietoensis [0.77]

s__Planococcus maritimus [0.75]

s__Planococcus sp002833405 [0.7]

s__Planococcus plakortidis [0.75]

s__Indiicoccus sp001999905 [0.73]

s__Sporosarcina ureae_B [0.75]

s__Sporosarcina ureae_A [0.76]

s__Sporosarcina ureae_C [0.73]

s__Sporosarcina sp002077155 [0.74]

s__Sporosarcina sp003351785 [0.73]

s__Sporosarcina sp017498505 [0.73]

s__Sporosarcina sp000829195 [0.72]

s__Sporosarcina psychrophila [0.75]

s__Sporosarcina ureilytica [0.73]

s__Sporosarcina sp018309085 [0.76]

s__Exiguobacterium_A sibiricum [0.76]

s__Exiguobacterium_A sp004339505 [0.76]

s__Exiguobacterium mexicanum [0.76]

s__Brevibacillus brevis_C [0.75]

s__Brevibacillus brevis_D [0.75]

s__Brevibacillus brevis [0.74]

s__Brevibacillus agri [0.71]

s__Brevibacillus choshinensis_A [0.75]

s__Brevibacillus sp018228725 [0.72]

s__Brevibacillus_B laterosporus_D [0.72]

s__Brevibacillus_B laterosporus [0.74]

s__Brevibacillus_B halotolerans [0.74]

s__SCSIO-07484 sp003963515 [0.74]

s__Aneurinibacillus soli [0.71]

s__Paenibacillus sp017086365 [0.72]

s__Paenibacillus sp000758625 [0.73]

s__Paenibacillus sp000758525 [0.73]

s__Paenibacillus borealis [0.71]

s__Paenibacillus sp000758605 [0.72]

s__Paenibacillus sonchi [0.65]

s__Paenibacillus riograndensis [0.71]

s__Paenibacillus graminis [0.72]

s__Paenibacillus sp000758585 [0.73]

s__Paenibacillus sp000758545 [0.74]

s__Paenibacillus odorifer [0.71]

s__Paenibacillus donghaensis [0.7]

s__Paenibacillus durus [0.72]

s__Paenibacillus durus_B [0.73]

s__Paenibacillus sophorae [0.71]

s__Paenibacillus sabinae [0.74]

s__Paenibacillus stellifer [0.69]

s__Paenibacillus sp000949425 [0.71]

s__Paenibacillus crassostreae [0.75]

s__Paenibacillus cellulositrophicus_A [0.73]

s__Paenibacillus lautus_A [0.76]

s__Paenibacillus sp001860525 [0.73]

s__Paenibacillus ihbetae [0.75]

s__Paenibacillus sp005577435 [0.69]

s__Paenibacillus polymyxa_C [0.74]

s__Paenibacillus polymyxa [0.74]

s__Paenibacillus polymyxa_B [0.74]

s__Paenibacillus brasilensis [0.7]

s__Paenibacillus kribbensis [0.74]

s__Paenibacillus terrae_B [0.72]

s__Paenibacillus amylolyticus_B [0.73]

s__Paenibacillus xylanexedens_A [0.75]

s__Paenibacillus sp014844075 [0.7]

s__Paenibacillus sp003268635 [0.7]

s__Paenibacillus_A lentus [0.72]

s__Paenibacillus_A lutimineralis [0.72]

s__Paenibacillus_A sp003060825 [0.71]

s__Paenibacillus_A yonginensis [0.72]

s__Saccharibacillus brassicae [0.75]

s__Paenibacillus_J bovis [0.75]

s__Paenibacillus_K guangzhouensis [0.7]

s__Paenibacillus_O sp002243345 [0.72]

s__Paenibacillus_O sp012676905 [0.71]

s__Paenibacillus_O beijingensis [0.73]

s__Paenibacillus_C protaetiae [0.73]

s__Paenibacillus_C sp002741035 [0.74]

s__Paenibacillus_Z rhizovicinus [0.74]

s__Paenibacillus_Z lycopersici [0.75]

s__Paenibacillus_Z albus [0.75]

s__Paenibacillus_Z baekrokdamisoli [0.7]

s__Cohnella sp012849095 [0.73]

s__Cohnella sp014107495 [0.71]

s__Cohnella abietis [0.69]

s__Cohnella candidum [0.72]

s__Paenibacillus_G mucilaginosus [0.68]

s__Paenibacillus_H larvae [0.65]

s__Paenibacillus_AC psychroresistens [0.71]

s__Paenibacillus_N swuensis [0.73]

s__Kroppenstedtia_A pulmonis [0.7]

s__Kroppenstedtia eburnea [0.65]

s__Polycladomyces abyssicola [0.7]

s__Staphylospora marina [0.71]

s__Novibacillus thermophilus [0.65]

s__Alicyclobacillus_B ferrooxydans_B [0.71]

s__SO9 sp016406125 [0.72]

s__Alicyclobacillus acidocaldarius [0.66]

s__Alicyclobacillus acidocaldarius_A [0.65]

s__Tumebacillus_A algifaecis [0.75]

s__Tumebacillus_A avium [0.74]

s__SkT53 sp015097055 [0.7]

s__Kyrpidia spormannii [0.64]

s__Kyrpidia tusciae [0.63]

s__GCA-014931565 sp014931565 [0.7]

s__Clostridium_B sp004006395 [0.75]

s__Clostridium_B ljungdahlii [0.77]

s__Clostridium_B kluyveri [0.72]

s__JN-1 sp003600355 [0.79]

s__JN-1 sp003718715 [0.78]

s__Clostridium_AM carboxidivorans [0.8]

s__Clostridium_AM scatologenes [0.79]

s__JN-9 sp004103695 [0.74]

s__Clostridium_F sporogenes [0.78]

s__Clostridium_F botulinum_A [0.79]

s__Clostridium_G cochlearium [0.77]

s__Clostridium_H botulinum_A [0.79]

s__Clostridium_H botulinum_B [0.79]

s__Clostridium_H haemolyticum [0.78]

s__Clostridium_H novyi [0.78]

s__Clostridium_AD estertheticum [0.76]

s__Hathewaya histolytica [0.78]

s__Clostridium_I pasteurianum [0.76]

s__Clostridium_I pasteurianum_A [0.75]

s__Clostridium_S acetobutylicum [0.76]

s__Clostridium beijerinckii [0.77]

s__Clostridium saccharoperbutylacetonicum [0.77]

s__Clostridium saccharobutylicum [0.75]

s__Clostridium butyricum [0.77]

s__Clostridium taeniosporum [0.77]

s__Clostridium botulinum_A [0.78]

s__Clostridium baratii [0.79]

s__Clostridium chauvoei [0.77]

s__Clostridium septicum [0.76]

s__Clostridium isatidis [0.76]

s__Clostridium_AR sp004015185 [0.75]

s__Clostridium_P perfringens [0.78]

s__UBA3947 sp006351925 [0.73]

s__Clostridium_K cellulovorans [0.75]

s__Clostridium_AN bornimense [0.77]

s__Dwaynesavagella sp000283555 [0.69]

s__Dwaynesavagella sp000270205 [0.68]

s__Caloramator_B sp006016075 [0.77]

s__Clostridioides difficile [0.8]

s__GCA-900066495 sp900545985 [0.79]

s__Peptacetobacter hiranonis [0.79]

s__Peptoclostridium_A acidaminophilum [0.72]

s__Acetoanaerobium sticklandii [0.77]

s__Filifactor alocis [0.73]

s__Alkaliphilus_B oremlandii [0.77]

s__Alkaliphilus_B sp018141165 [0.79]

s__Clostridium_W aceticum [0.76]

s__Alkaliphilus_A metalliredigens [0.71]

s__Aminipila butyrica [0.69]

s__Aminipila sp004103735 [0.71]

s__Aminipila terrae [0.63]

s__Mogibacterium diversum [0.59]

s__SY095 sp008152325 [0.78]

s__143-21 sp019203185 [0.78]

s__Geosporobacter ferrireducens [0.78]

s__Anaerococcus prevotii [0.4]

s__Anaerococcus mediterraneensis [0.41]

s__Ndongobacter massiliensis [0.51]

s__Murdochiella vaginalis [0.53]

s__Finegoldia magna_H [0.61]

s__Miniphocibacter sp016458825 [0.59]

s__Parvimonas micra [0.65]

s__Peptoniphilus_C ivorii [0.56]

s__Ezakiella massiliensis [0.61]

s__Keratinibaculum paraultunense [0.78]

s__Gudongella oleilytica [0.7]

s__PP17-6a sp900095615 [0.76]

s__UBA1535 sp017352195 [0.68]

s__Gottschalkia acidurici [0.77]

s__Eubacterium maltosivorans [0.67]

s__Eubacterium limosum [0.67]

s__Acetobacterium woodii [0.63]

s__Alkalibacter sp017352215 [0.7]

s__Pelethocola sp018866245 [0.66]

s__Pelethocola sp015159595 [0.67]

s__Scatomonas sp003481995 [0.67]

s__Blautia pseudococcoides [0.66]

s__Blautia hansenii [0.69]

s__Extibacter hylemonae [0.69]

s__Clostridium_AP scindens [0.68]

s__Lachnoclostridium_B phocaeense [0.7]

s__Ruminococcus_B gnavus [0.7]

s__Roseburia hominis [0.63]

s__Roseburia intestinalis [0.57]

s__Pseudobutyrivibrio xylanivorans_A [0.59]

s__Butyrivibrio proteoclasticus [0.55]

s__Enterocloster bolteae [0.7]

s__Lacrimispora saccharolytica [0.69]

s__Paralachnospira sp014337195 [0.64]

s__Anaerocolumna cellulosilytica [0.66]

s__Anaerocolumna sp014218355 [0.69]

s__Mobilitalea luporum [0.72]

s__Lachnoclostridium phytofermentans [0.7]

s__Anaerostipes caccae [0.7]

s__Anaerostipes rhamnosivorans [0.69]

s__Anaerobutyricum soehngenii [0.68]

s__CAG-127 sp900319515 [0.66]

s__Vallitalea pronyensis [0.74]

s__Vallitalea guaymasensis [0.79]

s__Petrocella atlantisensis [0.68]

s__Anaerotignum propionicum [0.75]

s__Cellulosilyticum lentocellum [0.73]

s__Caproicibacterium amylolyticum [0.72]

s__Caproicibacter sp004103755 [0.68]

s__Ruminococcus_E sp900314705 [0.64]

s__Solibaculum mannosilyticum [0.71]

s__Faecalibacterium prausnitzii_G [0.68]

s__Faecalibacterium prausnitzii_C [0.68]

s__Ruminococcus_D bicirculans [0.69]

s__Ruminococcus_D albus [0.69]

s__Ethanoligenens harbinense [0.67]

s__Lawsonibacter sp000177015 [0.71]

s__Intestinimonas butyriciproducens [0.66]

s__Ruminiclostridium cellulolyticum [0.74]

s__Ruminiclostridium sp000244875 [0.74]

s__Ruminiclostridium herbifermentans [0.72]

s__Pseudoclostridium thermosuccinogenes [0.71]

s__Herbivorax saccincola [0.66]

s__Hungateiclostridium thermocellum [0.71]

s__Acetivibrio clariflavus [0.71]

s__Thermoclostridium stercorarium [0.67]

s__Mageeibacillus indolicus [0.6]

s__Fastidiosipila sanguinis [0.6]

s__MARSEILLE-P3954 sp900604345 [0.75]

s__Christensenella minuta [0.61]

s__Mahella australiensis [0.71]

s__Caldicellulosiruptor bescii [0.74]

s__Caldicellulosiruptor kronotskyensis [0.76]

s__Caldicellulosiruptor sp017347585 [0.75]

s__Caldicellulosiruptor hydrothermalis [0.76]

s__Caldicellulosiruptor obsidiansis [0.74]

s__Caldicellulosiruptor owensensis [0.72]

s__Caldicellulosiruptor saccharolyticus [0.73]

s__Thermoanaerobacter pseudethanolicus [0.75]

s__Thermoanaerobacter wiegelii [0.73]

s__Thermoanaerobacter kivui [0.69]

s__Thermoanaerobacterium xylanolyticum [0.77]

s__Thermoanaerobacterium aotearoense [0.78]

s__Thermoanaerobacterium thermosaccharolyticum [0.74]

s__Thermosediminibacter oceani [0.72]

s__Tepidanaerobacter acetatoxydans [0.77]

s__Koleobacter methoxysyntrophicus [0.7]

s__Halanaerobium hydrogeniformans [0.78]

s__Halanaerobium praevalens [0.81]

s__Halothermothrix orenii [0.75]

s__Acetohalobium arabaticum [0.8]

s__Halobacteroides halobius [0.8]

s__Anoxybacter fermentans [0.75]

s__Alkalicella caledoniensis [0.77]

s__Natranaerobius thermophilus [0.78]

s__Desulfitobacterium dehalogenans [0.71]

s__Desulfitobacterium hafniense [0.7]

s__Desulfitobacterium dichloroeliminans [0.71]

s__Desulfitobacterium_A metallireducens [0.71]

s__Desulfosporosinus orientis [0.69]

s__Desulfosporosinus meridiei [0.73]

s__Desulfosporosinus acidiphilus [0.7]

s__Syntrophobotulus glycolicus [0.68]

s__Dehalobacter restrictus [0.68]

s__Heliorestis convoluta [0.69]

s__Formimonas warabiya [0.7]

s__Dehalobacterium formicoaceticum [0.68]

s__TC1 sp001584725 [0.42]

s__Syntrophocurvum alkaliphilum [0.74]

s__Syntrophomonas wolfei [0.63]

s__Moorella thermoacetica [0.64]

s__Thermacetogenium phaeum [0.59]

s__Desulfotomaculum reducens [0.72]

s__Desulfotomaculum ferrireducens [0.7]

s__Desulfotomaculum ruminis [0.68]

s__Desulfofarcimen acetoxidans [0.68]

s__Sporotomaculum gibsoniae [0.7]

s__Ammonifex degensii [0.55]

s__Carboxydothermus hydrogenoformans [0.72]

s__Veillonella parvula [0.58]

s__Veillonella parvula_A [0.6]

s__Veillonella nakazawae [0.58]

s__Veillonella rodentium [0.57]

s__Megasphaera stantonii [0.74]

s__Megasphaera elsdenii [0.69]

s__Dialister hominis [0.56]

s__Allisonella pneumosintes [0.57]

s__Acidaminococcus fermentans [0.68]

s__Centipeda sp001717585 [0.63]

s__Selenomonas_A lactilytica [0.67]

s__Selenomonas sputigena [0.65]

s__Megamonas funiformis [0.71]

s__Megamonas hypermegale [0.7]

s__Pelosinus fermentans_A [0.73]

s__Methylomusa anaerophila [0.68]

s__Sporomusa termitida [0.69]

s__Limnochorda pilosa [0.58]

s__Thermaerobacter sp004634385 [0.55]

s__Thermaerobacter marianensis [0.58]

s__Symbiobacterium thermophilum [0.66]

s__Pelolinea submarina [0.33]

s__Brevefilum fermentans [0.33]

s__Anaerolinea thermophila [0.38]

s__GCA-2699585 sp015500095 [0.33]

s__Promineofilum breve [0.29]

s__Caldilinea aerophila [0.37]

s__Dehalococcoides mccartyi [0.44]

s__Dehalococcoides mccartyi_A [0.45]

s__Dehalococcoides mccartyi_B [0.44]

s__Dehalogenimonas formicexedens [0.34]

s__Dehalogenimonas sp002878295 [0.33]

s__Tepidiforma bonchosmolovskayae [0.33]

s__Roseiflexus castenholzii [0.35]

s__Roseiflexus sp000016665 [0.37]

s__Chloroflexus aggregans [0.33]

s__Chloroflexus aurantiacus [0.35]

s__Thermomicrobium roseum [0.56]

s__Sphaerobacter thermophilus [0.5]

s__Thermobaculum terrenum [0.5]

s__Ktedonosporobacter rubrisoli [0.52]

s__Fimbriimonas ginsengisoli [0.1]

s__Trichormus sp000009705 [0.15]

s__Trichormus variabilis [0.16]

s__Trichormus sp001548375 [0.14]

s__Trichormus sp013393945 [0.15]

s__Trichormus sp000316645 [0.16]

s__Trichormus sp002896875 [0.15]

s__Anabaenopsis sp000316625 [0.15]

s__Amazonocrinis sp017164015 [0.16]

s__Anabaena cylindrica [0.13]

s__Trichormus_B azollae [0.08]

s__Raphidiopsis curvispora_A [0.14]

s__Dolichospermum sp001277295 [0.13]

s__Dolichospermum sp000312705 [0.14]

s__Aulosira sp002368175 [0.16]

s__Aulosira sp011769525 [0.16]

s__Fortiea sp000316575 [0.15]

s__Nostoc sp002949795 [0.13]

s__Nostoc sp013393905 [0.15]

s__Nostoc edaphicum_A [0.14]

s__Nostoc sphaeroides [0.14]

s__Nostoc flagelliforme_A [0.14]

s__Nostoc sp002949735 [0.15]

s__Nostoc punctiforme [0.16]

s__Calothrix sp002368395 [0.15]

s__Calothrix sp000317435 [0.13]

s__Calothrix sp000734895 [0.15]

s__Rivularia sp000316665 [0.13]

s__Chroogloeocystis sp000317555 [0.15]

s__Chroococcidiopsis thermalis [0.15]

s__Crinalium epipsammum [0.13]

s__Rippkaea sp000829235 [0.1]

s__Rippkaea sp003574135 [0.1]

s__Rippkaea orientalis [0.14]

s__Crocosphaera subtropica [0.13]

s__Atelocyanobacterium thalassa [0.09]

s__Synechocystis sp000284455 [0.09]

s__Synechocystis sp018282115 [0.09]

s__Synechocystis sp000478825 [0.08]

s__Microcystis aeruginosa [0.12]

s__Microcystis viridis [0.13]

s__Microcystis aeruginosa_C [0.13]

s__Gloeothece verrucosa [0.14]

s__Hydrococcus sp000317025 [0.15]

s__Limnothrix sp001693275 [0.11]

s__Limnothrix sp001693255 [0.11]

s__Limnothrix sp002356215 [0.12]

s__Limnothrix sp000316605 [0.09]

s__Geminocystis sp001548115 [0.09]

s__Geminocystis sp001548095 [0.08]

s__PCC-10605 sp000317675 [0.1]

s__Stanieria cyanosphaera [0.13]

s__Stanieria sp002355455 [0.12]

s__Pleurocapsa sp002368355 [0.09]

s__Halothece salina [0.11]

s__Halothece sp000317635 [0.15]

s__Halothece natronophila [0.14]

s__PCC7113 sp000317515 [0.16]

s__Moorea producens_A [0.12]

s__Oxynema aestuarii [0.15]

s__Oscillatoria acuminata [0.17]

s__Microcoleus sp000317475 [0.16]

s__Halomicronema_B hongdechloris [0.15]

s__Nodosilinea sp016403105 [0.14]

s__O-77 sp013177315 [0.15]

s__Leptolyngbya sp001548435 [0.14]

s__PCC-7407 sp000317045 [0.15]

s__Synechococcus elongatus [0.12]

s__Thermosynechococcus elongatus_B [0.18]

s__Thermosynechococcus sp008386235 [0.17]

s__Thermosynechococcus elongatus_A [0.16]

s__Synechococcus_A lividus [0.14]

s__PCC-6312 sp000316685 [0.18]

s__Acaryochloris marina_A [0.13]

s__Acaryochloris marina [0.15]

s__PCC-7367 sp000317065 [0.18]

s__PCC-7502 sp000317085 [0.08]

s__Pseudanabaena sp003967015 [0.12]

s__Synechococcus_C sp014279815 [0.01]

s__Synechococcus_C sp002693285 [0.0]

s__Synechococcus_C sp001632165 [0.0]

s__Synechococcus_C sp014279975 [-0.01]

s__Synechococcus_C sp002172935 [0.01]

s__Synechococcus_C sp014279795 [0.01]

s__Synechococcus_C sp002500205 [0.02]

s__Synechococcus_C sp014279835 [0.01]

s__Synechococcus_C sp000014585 [0.03]

s__Synechococcus_C sp000153065 [0.02]

s__Synechococcus_C sp004209775 [0.01]

s__Synechococcus_E sp000161795 [0.02]

s__Synechococcus_E sp002724845 [0.01]

s__Synechococcus_E sp000012625 [0.02]

s__Synechococcus_E sp000737595 [0.02]

s__Synechococcus_E sp014279755 [-0.03]

s__Synechococcus_E sp000012505 [0.02]

s__Synechococcus_E sp000195975 [0.02]

s__Synechococcus_E sp000737575 [0.0]

s__Synechococcus_E sp000737535 [0.0]

s__Prochlorococcus_A marinus_O [0.03]

s__Prochlorococcus_A marinus_E [0.02]

s__Prochlorococcus_A sp000757845 [0.04]

s__Prochlorococcus_A marinus_A [0.03]

s__Prochlorococcus_A marinus_L [0.01]

s__Prochlorococcus_A pastoris [0.01]

s__Prochlorococcus_A marinus_P [0.01]

s__Prochlorococcus_B sp000757865 [0.01]

s__Prochlorococcus_B marinus_B [0.01]

s__Prochlorococcus marinus [0.03]

s__Prochlorococcus_C marinus_B [0.0]

s__RSCCF101 sp008807075 [0.01]

s__NIES-981 sp014280235 [-0.0]

s__NIES-981 sp900088535 [0.0]

s__Cyanobium_A sp015840335 [0.03]

s__CBW1002 sp015840915 [0.02]

s__Cyanobium gracile [-0.01]

s__Cyanobium sp015840715 [0.01]

s__Vulcanococcus sp014217875 [0.0]

s__Vulcanococcus sp000179235 [0.02]

s__WH-5701 sp015841355 [0.02]

s__QBMD01 sp001885215 [0.02]

s__JA-3-3Ab sp000013205 [0.16]

s__JA-3-3Ab sp000013225 [0.17]

s__Gloeobacter violaceus [0.2]

s__Gloeobacter kilaueensis [0.21]

s__Anthocerotibacter panamensis [0.2]

s__Nanosynbacter sp005697565 [0.27]

s__Nanosynbacter lyticus [0.27]

s__Saccharimonas aalborgensis [0.28]

s__Chazhemtobacterium aquaticus [0.0]

s__Campylobacter_A concisus_F [0.15]

s__Campylobacter_A concisus_D [0.15]

s__Campylobacter_A concisus_T [0.16]

s__Campylobacter_A concisus_C [0.15]

s__Campylobacter_A concisus_I [0.14]

s__Campylobacter_A concisus_AC [0.13]

s__Campylobacter_A concisus [0.15]

s__Campylobacter_A concisus_L [0.14]

s__Campylobacter_A curvus [0.16]

s__Campylobacter_A caledonicus [0.19]

s__Campylobacter_A pinnipediorum [0.21]

s__Campylobacter_A mucosalis [0.13]

s__Campylobacter_A sp004803835 [0.2]

s__Campylobacter_A rectus [0.15]

s__Campylobacter_A showae_D [0.17]

s__Campylobacter_A showae [0.15]

s__Campylobacter_A sp013201975 [0.16]

s__Campylobacter_A sp004803855 [0.17]

s__Campylobacter sp002139915 [0.16]

s__Campylobacter sp002139875 [0.17]

s__Campylobacter sp002139855 [0.15]

s__Campylobacter lanienae [0.17]

s__Campylobacter lawsonii [0.16]

s__Campylobacter hyointestinalis [0.19]

s__Campylobacter fetus [0.16]

s__Campylobacter iguaniorum [0.17]

s__Campylobacter infans [0.14]

s__Campylobacter_B corcagiensis [0.19]

s__Campylobacter_B ureolyticus [0.18]

s__Campylobacter_B blaseri [0.19]

s__Campylobacter_B geochelonis [0.19]

s__Campylobacter_B hominis [0.19]

s__Campylobacter_B gracilis [0.19]

s__Campylobacter_B sputorum_B [0.16]

s__Campylobacter_B sputorum [0.15]

s__Campylobacter_D concheus [0.16]

s__Campylobacter_D lari [0.16]

s__Campylobacter_D lari_C [0.17]

s__Campylobacter_D ornithocola [0.15]

s__Campylobacter_D sp003627915 [0.16]

s__Campylobacter_D subantarcticus [0.17]

s__Campylobacter_D sp000816245 [0.16]

s__Campylobacter_D armoricus [0.17]

s__Campylobacter_D peloridis [0.16]

s__Campylobacter_D insulaenigrae [0.17]

s__Campylobacter_D volucris [0.14]

s__Campylobacter_D helveticus [0.16]

s__Campylobacter_D upsaliensis [0.15]

s__Campylobacter_D jejuni [0.16]

s__Campylobacter_D hepaticus [0.18]

s__Campylobacter_D cuniculorum [0.2]

s__Campylobacter_D avium [0.15]

s__Campylobacter_E canadensis [0.17]

s__Sulfurospirillum sp002309535 [0.24]

s__Sulfurospirillum sp002162315 [0.23]

s__Sulfurospirillum halorespirans [0.24]

s__Sulfurospirillum multivorans [0.26]

s__Sulfurospirillum sp001548035 [0.25]

s__Sulfurospirillum deleyianum [0.21]

s__Sulfurospirillum barnesii [0.24]

s__Sulfurospirillum cavolei [0.23]

s__Aliarcobacter cryaerophilus_A [0.23]

s__Aliarcobacter cryaerophilus [0.23]

s__Aliarcobacter trophiarum [0.24]

s__Aliarcobacter thereius [0.21]

s__Aliarcobacter porcinus [0.22]

s__Aliarcobacter skirrowii [0.22]

s__Aliarcobacter faecis [0.21]

s__Aliarcobacter cibarius [0.22]

s__Aliarcobacter lanthieri [0.2]

s__Aliarcobacter butzleri [0.22]

s__Aliarcobacter defluvii [0.21]

s__Aliarcobacter ellisii [0.21]

s__Aliarcobacter cloacae [0.21]

s__Aliarcobacter aquimarinus [0.21]

s__Aliarcobacter venerupis [0.2]

s__Aliarcobacter suis [0.19]

s__Aliarcobacter acticola [0.2]

s__Aliarcobacter pacificus [0.19]

s__Poseidonibacter lekithochrous [0.18]

s__Poseidonibacter parvus [0.17]

s__Halarcobacter ebronensis [0.19]

s__Halarcobacter anaerophilus [0.21]

s__Halarcobacter bivalviorum [0.19]

s__Malaciobacter molluscorum [0.18]

s__Malaciobacter marinus [0.21]

s__Malaciobacter mytili [0.18]

s__Arcobacter nitrofigilis [0.18]

s__Helicobacter pylori [0.21]

s__Helicobacter pylori_BU [0.2]

s__Helicobacter pylori_CM [0.19]

s__Helicobacter pylori_C [0.2]

s__Helicobacter pylori_A [0.2]

s__Helicobacter cetorum [0.16]

s__Helicobacter cetorum_B [0.24]

s__Helicobacter_E felis [0.11]

s__Helicobacter_H mustelae [0.18]

s__Helicobacter_C hepaticus [0.26]

s__Helicobacter_C typhlonius [0.22]

s__Helicobacter_F himalayensis [0.22]

s__Helicobacter_G sp001693335 [0.2]

s__Helicobacter_A bilis_A [0.18]

s__Wolinella succinogenes [0.3]

s__Sulfurimonas sp009068765 [0.24]

s__Sulfurimonas sediminis [0.24]

s__Sulfurimonas autotrophica [0.21]

s__Sulfurimonas paralvinellae [0.23]

s__Sulfurimonas sp014905095 [0.21]

s__Sulfurimonas sp017357825 [0.19]

s__Sulfurimonas baltica [0.19]

s__Sulfurimonas marisnigri [0.19]

s__Sulfurimonas sp002452895 [0.21]

s__Sulfurimonas denitrificans [0.23]

s__Sulfurimonas sp009258225 [0.19]

s__Sulfuricurvum kujiense [0.2]

s__Sulfurovum sp000010345 [0.23]

s__Sulfurovum lithotrophicum [0.24]

s__Sulfurovum indicum [0.25]

s__Nitratifractor salsuginis [0.28]

s__Hydrogenimonas urashimensis [0.25]

s__Nitrosophilus alvini [0.2]

s__Nitrosophilus_A labii [0.19]

s__YY08-10 sp016629565 [0.18]

s__Nitratiruptor sp016593235 [0.2]

s__Nautilia profundicola [0.17]

s__Nautilia profundicola_A [0.16]

s__Caminibacter mediatlanticus [0.14]

s__Hippea maritima [0.47]

s__Babela massiliensis [0.22]

s__Chromulinavorax destructans [0.15]

s__Leptotrichia wadei [0.63]

s__Leptotrichia wadei_A [0.62]

s__Leptotrichia shahii [0.63]

s__Leptotrichia buccalis [0.61]

s__Leptotrichia hofstadii [0.61]

s__Leptotrichia sp018128225 [0.6]

s__Leptotrichia sp002240055 [0.64]

s__Leptotrichia sp001553645 [0.6]

s__JABCPH02 sp013333235 [0.61]

s__Leptotrichia_A sp001274535 [0.63]

s__Pseudoleptotrichia goodfellowii [0.58]

s__Sebaldella termitidis [0.63]

s__Streptobacillus moniliformis [0.49]

s__Sneathia vaginalis [0.56]

s__Fusobacterium hwasookii [0.67]

s__Fusobacterium polymorphum [0.68]

s__Fusobacterium canifelinum [0.68]

s__Fusobacterium animalis [0.68]

s__Fusobacterium periodonticum_D [0.67]

s__Fusobacterium_C necrophorum [0.63]

s__Fusobacterium_C gonidiaformans [0.67]

s__Fusobacterium_A ulcerans [0.71]

s__Fusobacterium_A ulcerans_A [0.71]

s__Fusobacterium_A varium [0.64]

s__Fusobacterium_A sp900015295 [0.69]

s__Ilyobacter polytropus [0.73]

s__Pseudothermotoga_A caldifontis [0.65]

s__Pseudothermotoga_A hypogea [0.65]

s__Pseudothermotoga_B elfii [0.72]

s__Pseudothermotoga_B profunda [0.68]

s__Pseudothermotoga thermarum [0.7]

s__Fervidobacterium pennivorans_A [0.74]

s__Fervidobacterium pennivorans [0.74]

s__Fervidobacterium nodosum [0.77]

s__JL129W03 sp017358165 [0.8]

s__Thermosipho melanesiensis [0.71]

s__Thermotoga maritima [0.67]

s__Thermotoga petrophila [0.68]

s__Thermotoga neapolitana [0.63]

s__Kosmotoga olearia [0.73]

s__Kosmotoga_B pacifica [0.69]

s__Mesotoga prima [0.65]

s__Mesotoga infera_B [0.66]

s__Defluviitoga tunisiensis [0.73]

s__Petrotoga mobilis [0.73]

s__Tepiditoga spiralis [0.8]

s__Marinitoga piezophila [0.8]

s__Athalassotoga saccharophila [0.61]

s__Bipolaricaulis anaerobius [0.25]

s__Thermovirga lienii [0.67]

s__Aminobacterium colombiense [0.7]

s__Cloacibacillus porcorum [0.66]

s__Thermodesulfobium narugense [0.54]

s__Thermodesulfobium acidiphilum [0.54]

s__Coprothermobacter proteolyticus [0.57]

s__Caldisericum exile [0.49]

s__Dictyoglomus thermophilum [0.58]

s__Dictyoglomus turgidum [0.58]

s__Treponema medium [0.38]

s__Treponema sp018336815 [0.36]

s__Treponema sp000775995 [0.38]

s__Treponema sp010365865 [0.38]

s__Treponema phagedenis [0.43]

s__Treponema_B putidum [0.4]

s__Treponema_B denticola [0.44]

s__Treponema_B pedis [0.38]

s__Treponema_D parvum_A [0.34]

s__Treponema_D parvum [0.35]

s__Treponema_D buccale [0.31]

s__Treponema_D sp900541995 [0.34]

s__Treponema_D succinifaciens [0.33]

s__Treponema_F brennaborense [0.38]

s__Termitinema primitia [0.39]

s__Treponema_H azotonutricium [0.33]

s__Treponema_G caldarium [0.38]

s__Salinispira pacifica [0.35]

s__Spirochaeta_B africana [0.34]

s__Spirochaeta_A thermophila_A [0.33]

s__Spirochaeta_A thermophila [0.34]

s__Sphaerochaeta globosa [0.47]

s__Sphaerochaeta pleomorpha [0.48]

s__Sphaerochaeta_A coccoides [0.5]

s__Sediminispirochaeta smaragdinae [0.43]

s__Oceanispirochaeta crateris [0.36]

s__Thiospirochaeta perfilievii [0.32]

s__Borrelia hermsii [0.4]

s__Borrelia turicatae [0.37]

s__Borrelia recurrentis [0.34]

s__Borrelia anserina [0.35]

s__Borrelia miyamotoi [0.33]

s__Borrelia turcica [0.38]

s__Borreliella mayonii [0.34]

s__Borreliella burgdorferi [0.37]

s__Borreliella maritima [0.33]

s__Borreliella garinii [0.37]

s__Brachyspira hyodysenteriae [0.34]

s__Brachyspira intermedia [0.33]

s__Brachyspira hampsonii [0.35]

s__Brachyspira murdochii [0.34]

s__Brachyspira pilosicoli [0.34]

s__Leptospira santarosai [0.2]

s__Leptospira mayottensis [0.17]

s__Leptospira tipperaryensis [0.2]

s__Leptospira_A biflexa [0.17]

s__Turneriella parva [0.09]


