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Supplemental Figure 1: Example of VODKA Catalog Generation. A) Schematic for VODKA2 delVG database generation. B) Schematic for VODKA2 cbVG database generation. C) Orientation and readout of cbVG junction in VODKA2 database. 
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Supplemental Figure 2: Example of Species_ID Aggregation. Species_ID pooling for delVG 17_32, delVG 18_33, delVG 19_34, and delVG 20_35, where the delVG read counts are summed and assigned to the mode species within the group. 
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5’CGCACCGGGGATCCTAGGCTTTTTGGATTGCGCTTTCCTCTAGATCAACT 3’Reference Genome
CGCACCGGGGATCCT-GGCTTTTTGGATTGCGCTTTCCTCT



CGCACCGGGGATCCT--GCTTTTTGGATTGCGCTTTCCTCTA



CGCACCGGGGATCCT---CTTTTTGGATTGCGCTTTCCTCTAG



delVG 15_17
delVG 15_18
delVG 15_19



CGCACCGGGGATCCT--------------------TCCTCTAGATCAACTdelVG 15_36



5’CGCACCGGGGATCCTAGGCTTTTTGGATTGCGCTTTCCTCTAGATCAACT 3’Reference Genome



cbVG 1_1 



cbVG 1_2



cbVG 1_3



cbVG 1_36



delVG 15_35 CGCACCGGGGATCCT--------------------TCCTCTAGATCAACT



delVG 16_18
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Example VODKA2 Catalog
Reference genome: 50 nt     Junction End Requirement: 15 nt     Junction Length: 40nt



CGCACCGGGGATCCTA-GCTTTTTGGATTGCGCTTTCCTCT



CGCACCGGGGATCCTA--CTTTTTGGATTGCGCTTTCCTCTA



/CGCACCGGGGATCCTAGGCT
/GCGTGGCCCCTAGGATCCGA
/CGCACCGGGGATCCTAGGCT
/-CGTGGCCCCTAGGATCCGAA
/CGCACCGGGGATCCTAGGCT
/--GTGGCCCCTAGGATCCGAAA



/CGCACCGGGGATCCTAGGCT
/-----------------------------------AGGAGATCTAGTTGA



cbVG 1_35 /CGCACCGGGGATCCTAGGCT
/----------------------------------AAGGAGATCTAGTTGA



delVG 33_36
delVG 34_36



        GGATCCTAGGCTTTTTGGATTGCGC--TCCTCTAGATCAACT



         GATCCTAGGCTTTTTGGATTGCGCT-TCCTCTAGATCAACT



cbVG 2_2 



cbVG 2_3



 /GCACCGGGGATCCTAGGCTT
 /CGTGGCCCCTAGGATCCGAA
 /GCACCGGGGATCCTAGGCTT
 /-GTGGCCCCTAGGATCCGAAA



cbVG 35_36 



cbVG 36_36



/TTCCTCTAGATCAACT
/-AGGAGATCTAGTTGA
 /TCCTCTAGATCAACT
/AGGAGATCTAGTTGA



AGCCTAGGATCCCCGGTGCG//CGCACCGGGGATCCTAGGCT
Reported Catalog cbVG 1_1 Junction Sequence:



A.



B.



C.



/CGCACCGGGGATCCTAGGCT
/GCGTGGCCCCTAGGATCCGA



Theoretical cbVG 1_1 Junction:
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Reference genome: 50 nt     Junction End Requirement: 15 nt     Junction Length: 40nt

CGCACCGGGGATCCTA-GCTTTTTGGATTGCGCTTTCCTCT

CGCACCGGGGATCCTA--CTTTTTGGATTGCGCTTTCCTCTA

/CGCACCGGGGATCCTAGGCT
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/-CGTGGCCCCTAGGATCCGAA
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/----------------------------------AAGGAGATCTAGTTGA
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        GGATCCTAGGCTTTTTGGATTGCGC--TCCTCTAGATCAACT

         GATCCTAGGCTTTTTGGATTGCGCT-TCCTCTAGATCAACT

cbVG 2_2 

cbVG 2_3

 /GCACCGGGGATCCTAGGCTT

 /CGTGGCCCCTAGGATCCGAA

 /GCACCGGGGATCCTAGGCTT

 /-GTGGCCCCTAGGATCCGAAA

cbVG 35_36 
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Theoretical cbVG 1_1 Junction:
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5’CGCACCGGGGATCCTAGGCTTTTTGGATTGCGCTTTCCTCTAGATCAACT 3’
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