A @Direct cDNA % B @ Direct cDNA &

OPCR-cDNA (%) OPCR-cDNA (%
Rep 1| 3,808 (25.7 %) | Rep 1]4,217 (14.0 %) |
Rep 2| 3,034 (26.3 %) | Rep 2 3,896 (15.4 %) |
NA| Rep 1[13,215 (15.4 %) | NA| Rep1]6,698 (4.0 %) |
Rep 212,252 (11.6 %) I Rep 2 [11,388 (3.9 %) |
Rep 310,602 (9.5 %) | Rep 39,024 (3.8 %) |
Rep 1[283 (1.9 %) | Rep 1| 375 (1.2 %) |
Rep 2 | 177 (1.5 %) | Rep 2297 (1.2 %) |
Rep 1{1,260 (1.5 %) Rep 112,174 (1.3 %) |
Rep 21,253 (1.2 %) Rep 2 [2,787 (1.0 %) |
Rep 31,533 (1.4 %) | Rep 32,352 (1.0 %) |
Rep 1(674 (4.5 %) | Rep 1130 §0.1 %i
Rep 2| 331(2.9 %) | o Rep 2|3 (0.0 %)
= Rep 1] 3,103 (3.6 %) | S Rep 1] 355 (0.2 %) |
S Rep 2 (3,997 (3.8 %) | 8 Rep 2 [405 (0.1%) |
< Rep 3 (4,453 (4.0 %) | S Rep 3563 (0.2 %) |
- Rep 1 [[7ON0OBIA) T Rep 1[I0 %)
- Rep 2 [34 (0.3 %) 2 Rep 26 (0.9 %)
S Rep1[120 (01%) | > Rep 113 (0.0%)
> Rep 2 [ 194 (0.2%) | g Rep 2 [ 26 (0.0 %)
"EB; Rep 3 [179 (0.2%) | 3 Rep 3| 31(0.0 %)
% Rep 1[ 817 (5.5 %) | Q Rep 1[302 (1.0 %) |
— Rep 2 (504 (4.4 %) | Rep 2 (338 (1.3 %) |
Rep 1[3,227 (3.8 %) | Rep 1[1,080 (0.6 %) |
Rep 23,979 (3.8 %) | Rep 2 [2,012 (0.7 %) |
Rep 3| 4,352 (3.9 %) | Rep 31,395 (0.6 %) |
Rep 1(1,685 (11.4 %) | Rep 1| 217 (0.7 %)
Rep 2 (970 (8.4 %) | Rep 2 [ 217 (0.9 %)
Rep 1{11,786 (13.7 %) | Rep 11,717 (1.0 %) |
Rep 2 (14,218 (13,4 %) | Rep 2 [2,705 (0.9 %) |
Rep 315,801 (14.2 %) | Rep 32,366 (1.0 %) |
Rep 1[ 7,501 (50.6%) | Rep 1{ 25,071 (83.0 %) |
Rep 2| 6,503 (56,3 %) | Rep 220,599 (81.2 %) |
(3| Rep 153,231 (61.9 %) | Rep 1[154,384 (92.8 %) |
Rep 2| 69,906 (66,1%) | Rep 2 (269,282 (93.3 %) |
Rep 3 (74,422 (66.8 %) | Rep 3| 223,776 (93.4 %) |
1 100 10,000 1 100 10,000
Total number of reads (log,, scale) Total number of reads (log,, scale)

Fig. S9 | Relative and absolute quantification of rRNA intermediates in H. volcanii.
A, The total number of reads per 16S or B, 23S category is visualised by a color-coded bar (direct cDNA: grey, PCR-cDNA: blue).
Additionally, the relative percentage of each 16S and 23S category is shown in brackets (Compare Figure 3E,F).



