
Clipping: NoLeft Right 5´ends Pyrococcus furiosus
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Clipping: NoLeft Right 3´ends Pyrococcus furiosus
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Fig. S12 | Accuracy of 5' and 3' end detection in P. furiosus.
A, Relative number of detected 5' and D, 3' ends with respect to the expected positions calculated from the occurrence in a 41 bp
window (-20 to 20 from annotated position). Negative distance indicates upstream-mapping of 5' or 3' ends. Bars are coloured
according to the soft-clipping profile in light blue (≤ 20 nt), dark blue (> 20 nt, left) and olive (> 20 nt, right).The following positions
(reference sequence: NZ_CP023154.1) were used for the analysis: 120444 (TSS1), 120624 (BHB5-16S), 120687 (Mature-16S start),
122423 (BHB5-23S), 122422 (Mature-23S start), 122213 (BHB3-16S), 122183 (Mature-16S end), 125517 (BHB3-23S).


