Anionic G•U pairs in bacterial ribosomal rRNAs 
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SUPPLEMENTARY MATERIAL


Figure S1: The local environment of the U34*•G3 base pair in the A site of the ribosome (PDB 5E81, (Rozov et al. 2016)). Only G3 forms tight contacts via a potassium ion to the small subunit.

FIGURE S2: (A) The environment of the G664•G741 pair in the E. coli ribosome (Watson et al. 2020): G666 stacks on G741 with one of its anionic oxygen atom making H-bonds to the O2’ of G664 and to N2(G725), while its O4’ in close contact to the O2’(C726), itself engaged in a H-bond with N2(G664). The O2’(G725) also forms a H-bond to O2’(G664). (B)The G664•G741 pair as present in the 2.6 Å resolution complex of S15 with its rRNA fragment with contacts to two nearby nucleotides G725 and C726 (PDB: 1G1X, (Agalarov et al. 2000)).

Figure S3: The local environment of the G3•U70 base pair in the structure of the complex between tRNA_Ala and its cognate aminoacyl tRNA synthetase (PDB 3WQY, (Naganuma et al. 2014).

Figure S4: The anionic G76•U65 pair binds in the major groove a hydration water from a hydrated Mg ion and is stacked between a G=C pair and a one H-bond C• A pair (PDB 2QBZ, (Dann et al. 2007)).
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