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Figure S2
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Figure S3

A Spore Dilution
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Figure S4

A
Cytoplasm Cell Wall dsRNA
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94 .1 % cumulative variance
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Figure S5
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Figure S6
Cellular Component

II eolus
intracellular anatom|ca strH
elle

protein- contammg con?glg)%

me
mltoc oné)rlon

g asm
microtubule orgamzmg nter

plasma membrane-4 B2 Adc/A/B vs CEA17 —
intracellular anatomﬁal sttucH{ B AppdA/B vs CEA17 1
orga ee"g Bl ArrpA/Bvs CEA17
u
protein- contalnln% gon}glex v.oi] !n up-regulated

nucleolus 4= in down-regulated

nucleolus
r| osome

cell wall
external encapsulating struc

50 40 30 20 10 00 100 200 300 400 500
Molecular Function

RNA binding - [ 1
rRNA binding —] =3
structural constituent of ribo - o [ S—
structural molecule activity - o Y —
oxidoreductase activity - V.| ]
DNA-binding transcription fact- [ 1
transmembrane transporter acti- — 1
DNA binding - | - ]
unfolded protein binding 4 — |

RNA binding - 1

structural constituent of ribo - . . . . . .

20 15 10 5 00 20 40 60 80 100
-logo(Bonferroni- Number of Genes
adjusted P-value)



A

Figure S7
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Figure S8
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