	Category
	Term
	RT
	Count
	%
	P-Value
	Benjamini

	KEGG_PATHWAY
	ErbB signaling pathway
	RT
	16
	1.6
	1.10E-04
	1.30E-02

	KEGG_PATHWAY
	Focal adhesion
	RT
	26
	2.7
	3.50E-04
	2.00E-02

	KEGG_PATHWAY
	Wnt signaling pathway
	RT
	19
	1.9
	6.70E-04
	2.50E-02

	KEGG_PATHWAY
	Insulin signaling pathway
	RT
	18
	1.8
	1.20E-03
	3.40E-02

	KEGG_PATHWAY
	Ubiquitin mediated proteolysis
	RT
	18
	1.8
	2.60E-03
	4.90E-02

	KEGG_PATHWAY
	MAPK signaling pathway
	RT
	26
	2.7
	2.70E-03
	4.90E-02

	KEGG_PATHWAY
	Regulation of actin cytoskeleton
	RT
	22
	2.2
	5.70E-03
	9.00E-02

	KEGG_PATHWAY
	Glycosaminoglycan biosynthesis - keratan sulfate
	RT
	5
	0.5
	1.10E-02
	1.40E-01

	KEGG_PATHWAY
	Cell cycle
	RT
	15
	1.5
	1.20E-02
	1.40E-01

	KEGG_PATHWAY
	Dorso-ventral axis formation
	RT
	6
	0.6
	1.20E-02
	1.40E-01

	KEGG_PATHWAY
	Notch signaling pathway
	RT
	8
	0.8
	2.30E-02
	2.30E-01

	KEGG_PATHWAY
	FoxO signaling pathway
	RT
	15
	1.5
	2.50E-02
	2.30E-01

	KEGG_PATHWAY
	VEGF signaling pathway
	RT
	9
	0.9
	3.20E-02
	2.70E-01

	KEGG_PATHWAY
	Phosphatidylinositol signaling system
	RT
	12
	1.2
	3.50E-02
	2.80E-01

	KEGG_PATHWAY
	Jak-STAT signaling pathway
	RT
	14
	1.4
	3.80E-02
	2.80E-01

	KEGG_PATHWAY
	Glycosphingolipid biosynthesis - lacto and neolacto series
	RT
	5
	0.5
	4.50E-02
	3.10E-01

	KEGG_PATHWAY
	Endocytosis
	RT
	22
	2.2
	5.00E-02
	3.30E-01
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Category  Term  RT  Count  %  P - Value  Benjamini  

KEGG_PATHWAY  ErbB signaling pathway  RT  16  1.6  1.10E - 04  1.30E - 02  

KEGG_PATHWAY  Focal adhesion  RT  26  2.7  3.50E - 04  2.00E - 02  

KEGG_PATHWAY  Wnt signaling pathway  RT  19  1.9  6.70E - 04  2.50E - 02  

KEGG_PATHWAY  Insulin signaling pathway  RT  18  1.8  1.20E - 03  3.40E - 02  

KEGG_PATHWAY  Ubiquitin mediated proteolysis  RT  18  1.8  2.60E - 03  4.90E - 02  

KEGG_PATHWAY  MAPK signaling pathway  RT  26  2.7  2.70E - 03  4.90E - 02  

KEGG_PATHWAY  Regulation of actin cytoskeleton  RT  22  2.2  5.70E - 03  9.00E - 02  

KEGG_PATHWAY  Glycosaminoglycan biosynthesis  -   keratan sulfate  RT  5  0.5  1.10E - 02  1.40E - 01  

KEGG_PATHWAY  Cell cycle  RT  15  1.5  1.20E - 02  1.40E - 01  

KEGG_PATHWAY  Dorso - ventral axis formation  RT  6  0.6  1.20E - 02  1.40E - 01  

KEGG_PATHWAY  Notch signaling pathway  RT  8  0.8  2.30E - 02  2.30E - 01  

KEGG_PATHWAY  FoxO signaling pathway  RT  15  1.5  2.50E - 02  2.30E - 01  

KEGG_PATHWAY  VEGF signaling pathway  RT  9  0.9  3.20E - 02  2.70E - 01  

KEGG_PATHWAY  Phosphatidylinositol signaling  system  RT  12  1.2  3.50E - 02  2.80E - 01  

KEGG_PATHWAY  Jak - STAT  signaling pathway  RT  14  1.4  3.80E - 02  2.80E - 01  

KEGG_PATHWAY  Glycosphingolipid biosynthesis  -   lacto and neolacto series  RT  5  0.5  4.50E - 02  3.10E - 01  

KEGG_PATHWAY  Endocytosis  RT  22  2.2  5.00E - 02  3.30E - 01  

