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Figure S1. Deconvoluted MS/MS sequencing spectrum of M. maripaludis Arg-tRNA-UCU containing Up47 after RNase A digestion (m/z = 1208,14 z =-2).
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Figure S2. Deconvoluted MS/MS sequencing spectrum of P. furiosus Thr-tRNA-GGU containing Up47 after RNase T1 digestion (m/z = 845,12 z =-2).
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Figure S3. Deconvoluted MS/MS sequencing spectrum of S. shibatae Ini-tRNA-CAU containing Up47 after RNase T1 digestion (m/z = 1019,11 z =-2).
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Figure S4. Deconvoluted MS/MS sequencing spectrum of A. aeolicus Val-tRNA-Pro-GGG containing Up47 after RNase A digestion (m/z = 1207,15 z =-2). NL corresponds to the neutral loss of the m7G base during CID fragmentation.







1

image1.png
4 v

M.lm W

pene prre ere P9 AL A s A vesns Rnsy s Rt AR annS RS AasaS L Aot A MU Y




image2.png
vl u

] [mSC] clep

Gp c [msc] [msC] [Up]

:[Up][mSC] [m5C] CGp

iy

P4 MMt ians e Antes seantiety Moantians SenatAss eanebans e SeARLAMMAS Someiates MRS At ament et et dnpes Antatineoy et ott manunsos atat e A




image3.png
o

B
| facac)| u[Gp
a

@@

Gp u [acac] [msc] [mSCl{Up] .

[UplimSc] u Gp

l‘w ‘ m’:_"





image4.png
alsalgmluslcs
glalgimy

Cplup] [m7G) G A G A NL

AG

.

o2 147 M@ swian | |l ] LLA
7o aaatatass oe

pros




