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Pachytene piRNA genes only in mouse (34) or with conserved synteny in murine rodents (45) or eutheria (21) 
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Spearman correlation for histone modification, BTBD18 binding, or CG content (rpm) versus TF occupancy (rpm)
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Kat7
35,988 bp

0.30 ± 0.06 1 rpm

0

Kat5 Atf2 Hat1
7,224 bp 76,106 bp 52,363 bp

0.31 ± 0.05 0.72 ± 0.07 1.83 ± 0.02
A-Myb−/− ÷ C57BL/6 = mean ± S.D. 
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