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Supplementary Figure S9. Effects of 
DRBD18 depletion on downstream 
mRNAs
Reads per million reads are shown for 
procyclic mRNA with (+tet) or without (-tet) 
RNAi. In each case the effect on the mRNA 
with alternatively splicing is shown at the 
top and theresults for the next gene 
downstream are shown below.


