
Supplemental Figure S3. Coverage of the C. albicans mtDNA reference sequence with one of 

two identical copies of the inverted repeat region removed by forward and reverse RNA-seq 

reads in wild-type (BWP17, WT), homozygous pet127Δ strain (KO), and two independent 

isolates of  Capet127D375A/ Capet127D375A point mutant strain (mut3, mut4). Forward (fwd) and 

reverse (rev) mapping reads are shown separately. Note that for TU02 and TU04 the sense 

strand is the reverse strand. Transcription units and gene annotations are according to 

Kolondra et al. 2015. BWA files obtained using bamCompare  were visualized in 

pyGenomeTracks. The maximum value on the depth coverage axis was set to better visualize 

low-coverage regions, truncating the highest values. General coverage graphs for the entire 

mtDNA are followed by detailed graphs for selected regions.  
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