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Supplementary Figure S2. Example output from the Tailer-Analysis’ statistics tab. After selecting a 
gene of interest, each replicate in a condition is compared pairwise to every other replicate in the comparison 
condition using a KS test. Comparisons are performed for the End Position metric and the Tail Length metric 
described above. Statistics are also performed after pooling all samples to get a singular pooled KS test 
metric. The number of observations in each condition is also reported in a table.


