Supplemental Fig. 1

- 100 bp

£70 bp 190200 650 b 130 200 630 bp190.290.700 b1 50 280,790 bp 150 280,720 bpt 50 290,730 bp 120 2900740 bp 150 290,730 bp150.280 160 bp140 2,
l | ! 1 ! ! 1 ] ! 1 ) ! 1 1 I 1 1 | ! 1

uninf. 2931 %" "IM[M! —
2| cem L L ] ——
2937 [ lllI"III“IIll""ll“nmmumnn-mnmm
gl 293T ks m“m“mmmullsmnmummmm"nm.,,
N e L L T e L L
. MRPS21
 TCTTYTCTT —
- 109 bp
'OM.[‘“ tp i ”J”.['“ e ' n.m.lm L ' "I”.I“ tp . ”I”.lm b ' ”.ml” ]
uninf, 2037 " 1L A
g CEM . ‘.lll‘mlm[mm“lm
2931 A
2 03r U QAT T
RPS24
TACTWCAGA e
- 107 bp
62,609 160 bp 62,600,190 bp 62 509 200 bp §2509 220 bp 2500280 bp Q‘
1 1 ! | 1 1 1 1 1
uninf. 293T i°°° el !I!lllllllllllllllll]llllm:lm"lll[ IHIIII[[I]]]]I]I'"H“"N
2| CEm 11— ,.,M M
20aT. [ 0 AT T
3| 2037 -..1.5?:“ ik} [ —
1
WDR74
TATAYTAAA a——
AATAYATTA —
TACGyCCTC ta—
AATAYCTGA —
TTAAQATCT —
CAGT¢TAAT c—
CTGTyCTTA —
TCTGTCTT —

B B

|

Fh S0
| ! |

128 bp

§| 2931 |

TGTAYGTGC

.mr” ' .mimb A .ml.” i lmlnu. i .ml“”
uninf, 293 > e
3| cem =~ e I
293y [0
= O ey

108 bp

MIIEN e MR
1 1 1 | )

4372 660 bp 372 500 bp
1 1 1

uninf. 2037 | *"** TRV,

3| cem b T (i
2037 | R

B 20ar | ™

ACATYTTGT

100 bp '

P NAIN0bp M KA 0p M A0 be NANAObp N ARE0bp M2 MObp N AIEN o N ATEN LY M AN bp M RS2
1 1 ] 1 1 | | 1 | 1 | 1 1 1 1 | 1 | 1 |

uninf. 293T

CEM

45U

2937

6SG

I 2937

GACGYCGCT
ATTGYGAAG
TTGAYCCTT

CGGCYCTTC

2906 reads
13223 reads
| 19632 reads
500 reads
LTI | ———— | T T —




Supplemental Fig. 2

Metagene analysis

Density

1.0 1.5 20 2.5 3.0



Supplemental Fig. 3
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gtccgagaggttaggggtceggcagaggeggagetggggeactgggggtcaggggteggggatcagggeggggtcgggt GCACTGGTAGCCTGCGCATGGGCCTCCAG
caggctctccaatccccagecgtcetecgectcegaccecgtgacceccagtccccageccctagtceccgecccageccaCGTGACCATCGGACGCGTACCCGGAGGTC
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CTTCGCGCGCTGTTGGGAGCCTTCGGACGGTGGACCCTGCGCCTGGGACCGCGTCCGTCCTGGTAATGACCGCGACGCCGGGCGACCCCGCTATGCCCGCCCAGCCT
GAAGCGCGCGACAACCCTCGGAAGCCTGCCACCTGGGACGCGGACCCTGGCGCAGGCAGGACCATTACTGGCGCTGCGGCCCGCTGGGGCGATACGGGCGGGTCGGG
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[AGCCGCATGCCCCCAGGATCGGAGGTCCTGCAGCGGCCGGGCCEGGGGCCACCGCGTCTGGGAGGACGGAGAACATCCGGCGAAGAAGCTCAAGAGCGGTGGCGACG
TCGGCGTACGGGGGTCCTGGCCTCCAGGACGTCGCCGGCCCGGCCCCCGCTGGCGCAGACCCTCCTGCCTCTTGTAGGCCGCTTCTTCGAGTTCTCGCCACCGCTGC

AVAYC P QNNREEDs c s ¢ MAYG ¢ DERENDWIERDD c ERH P AKEKENED s ¢ ¢ I

PO 22nt Deletion
3> ) 336nt Deletion
» PUS1-001 Exon 2 »
T T \ | T
131,929,960 131,929,980 131,930,000 131,930,020 131,930,040

B APus7-1

GCTTCGGTGTATAGTTAATATGATTTGTTGACTCTTCAAAGATTTGTGCATATAAAGTTTTATCTTTATGCAAAATTTAGTAAAATAAATGTTGTTTAATTTTAGAG

CGAAGCCACATATCAATTATACTAAACAACTGAGAAGTTTCTAAACACGTATATTTCAAAATAGAAATACGTTTTAAATCATTTTATTTACAACAAATTAAAATCTC
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CTATACTACAAAATTCCTGGACAGAAGTCATGGATITTAATATTGAAACCCCGCTCTEGAGGTGAGAATAAAATTCATGTTAAGAAAATAAATAGAATGTATGGCTAG
GATATGATGTTTTAAGGACCTGTCTTCAGTACCTAAATTATAACTTTGGGGCGAGACCTCCACTCTTATTTTAAGTACAATTCTTTTATTTATCTTACATACCGATC
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TCATCAGCGTGCACCTCCACGATGAAACAGGTCTGGGCTP{CAAAAGTATGGCCGCTTCTGJ\GGCGGCGGTGGTGTCTTCGCCGTCTTTGAAAACAGACACATCCCCT
AGTAGTCGCACGTGGAGGTGCTACTTTGTCCAGACCCGATGTTTTCATACCGGCGAAGACTCCGCCGCCACCACAGAAGCGGCAGAAACTTTTGTCTGTGTAGGGGA

MIATAE s EERNOAEEED s s P s T BT s P

[ »$
[ »$
[ e e »

» TRUB1-001 Exon 1 »$

[ I | [ I
114,938,320 114,938,340 114,938,360 114,938,380 114,938,400

GTCCTTGAAACTGCAGGAACGGTCGCAGCAATGGCTGCGACCCCGTCAGCAAGGGCTGCAGCCGCGGTGGTTGCGGCCGCGGCCAGGACCGGATCCGAAGCCAGGGT
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CTCCAAGGCCGCTTTGGCTACCAAGCTGCTGTCCTTGAGCGGCGTdTTCGCCGTGCACAAGCCCAAl\GGGCCCACTTCAGCCGAGCTGCTGAATCGGTTGAAGGAGA
GAGGTTCCGGCGAAACCGATGGTTCGACGACAGGAACTCGCCGCACAAGCGGCACGTGTTCGGGTTTCCCGGGTGAAGTCGGCTCGACGACTTAGCCAACTTCCTCT
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TCGGCGTACGGGGGTCCTGGCCTCCAGGACGTCGCCGGCCCGGCCCCCGCTGGCGCAGACCCTCCTGCCTCTTGTAGGCCGCTTCTTCGAGTTCTCGCCACCGCTGC
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GCTTCGGTGTATAGTTAATATGATTTGTTGACTCTTCAAAGATTTGTGCATATAAAGTTTTATCTTTATGCAAAATTTAGTAAAATAAATGTTGTTTAATTTTAGAG
CGAAGCCACATATCAATTATACTAAACAACTGAGAAGTTTCTAAACACGTATATTTCAAAATAGAAATACGTTTTAAATCATTTTATTTACAACAAATTAAAATCTC
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