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Figure S9. Biological GO categories analyses of the ChIP-Seq data for Bud2-TAP. The biological GO categories were determined by FunSpec software for the list of genes occupied by Bud27 in the wild-type cells grown in YPD at 30 ºC. 
image1.png
GO Cellular component

Eukaryotic translation initiation

Preribosome, large subunit precurso
8 P factor 3 complex

Cytosolic large ribosomal subunit

Nuclear nucleosome.
—

Chaperonin-containing T-complex——

Cell wall—

__ Cytosolic small ribosomal subunit

Fungal-type cell wall _~ 4

Stress granule/

Small ribosomal subunitJ;

Plasma membrane |
enriched fraction
Polysome _
Cytcplasm/

Ribcscme/

—— Small-subunit processome

905 preribosome

" Nucleolus

\— Intracellular

Ribonucleoprotein complex

Gluconeogenesi

mRNAtransport o
Purine nucleotide biosynthetic proces 5‘\ | Maturation of SSU-rRNA from trcistronic rRNA
transcript (SSU-rRNA, 5,85 rRNA, LSU-rRNA)
Nucleosome
Translational initiation : : }
! _ Ribosome biogenesis
Polyphosphate metabolic process—,
Cellular protein metabolic—_
Nuclear pore organization—_
Ribosomal large subunit biogenesis . /RNA processing
Branched chain family amina__

acid biosynthetic process

Negative regulation of translation V
rRNA transcription_—~"
Protein import into nucleus—"
Glycolysis—
Translational elongation—" X

Endonucleolytic cleavage in ITS1 to /
separate SSU-rRNA from 5,85 rRNA and. Regulation of

LSU-rRNA from tricistronic rRNA transcript Uansmiona”idds_ Ribosomal small subunit assembly

\_ Translation

"\ Ribosomal large subunit assembly

rRNA export from nucleus

Figure S9




