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Figure S2. Exogenous RPS12 associates with polysome fractions. Polysome profiles for normoxic (21% O ) and 2

hypoxic (1% O ) HEK293 cells overexpressing RPS12 (Myc-DDK-RPS12) or empty vector control (pMyc-N1) are2

shown. Western blot for the Myc tag of exogenous RPS12 demonstrates polysome association. RPL5 was used to
indicate protein presence in polysome fractions. Endogenous RPS12 is included for 21% O .2
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