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S1 S2
Group-| # # #11 #12| | |Group- # #2 # #12
Ago2-miR122-v2/nM 1 1 1 1 Ago2-miR122-v2/nM 1 1 1 1
target-1/nM 0 0.12 64 128 target-1/nM 0 0.012 64 128
target-2*/nM 1 1 1 1 target-2*/nM 0. 0.1 0.1 01
Group-l M #2 #1 #12 Group-I M #2 #1 #12
Ago2-miR122-v2/nM 1 1 1 1 Ago2-miR122-v2/nM 1 1 1 1
target-1"/n/M 0 0.12 64 128 target-1*//M 0 0.012 6.4 12.8
target-2/nM 1 1 1 1 target-2/nM 0. 0.1 0.1 0.1
-Incubate at RT for 2hrs
-Apply to filter-binding apparatus
-Phosphor imaging and quantification
C
S1
target-2* target-1* target-2* target-1*
target-1 Bindi Bindi target-1 Bindi Bindi
ﬁ“get-Z Bound Free Frlgctlir(‘)% Bound Free Fnjgctlir(‘)% ﬁ“get-Z Bound Free Fnjgctlir(‘)% Bound Free Fnjgctlir(‘)%
0.799 0 2 0.951
0.787 0.403 0.12 L3 0.958 0.822
0.775 0.346 0.25 k3 0.955 0.846
0.749 0.288 0.5 E2 0.959 0.843
0.709 0.239 1.0 - 0.951 0.831
0.652 0.193 2.0 » 0.955 0.814
0.568 » 0125 4.0 L] 0.945 * 0.773
0.457 ® o087 8.0 * 0.932 ® 0682
0.345 ® o055 16.0 * 083 ¥ W 0460
0.225 ® oo 32.0 # o7es  # W o257
0.138 . 0.020 64.0 ¥ 0603 ¥ . 0.140
0.074 ' 0.012 128.0 0.451 kS . 0.076

Binding Fraction
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——target-1 binding by prediction
O target-1 binding by experiment

——target-2 binding by prediction
O target-2 binding by experiment
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