
	
	
	
 
 
SUPPLEMENTAL FIGURE S2. Transcription at enhancer domains and ATAC-seq regions 
increases in zfp-1 mutant animals compared to WT. Boxplots showing GRO-seq RPKM 
(Reads Per kb per Million Reads) values at chromatin domains (A) and ATAC-seq peaks (B) for 
zfp-1(ok554) and WT (L3) larvae. The p-values were determined by Wilcoxon rank sum tests (* 
and *** denote p-values < 0.05 and < 0.001, respectively). 


