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Formate dehydrogease ABAKI_c09110 (fdhf) ACGGAGATCTGTTTGACAATACACACAACCATATGACATAATTAGGACAR
1357880(P)
ACAAAATTTTCCTGTTGTAAGTTCATATGTTATAACTTAAACTGGATTAT
Carbonyl-branch of WLP  ABAKI_c13160 (cooC,) 1357960(S)
AAAGAATGCACTATTGTARAGCAAGAATGATTATGGTATGATGTGCTTGT
1353665(P)
ABAKI_c13120 (acsD)  pcoTGAAAARTAATTGACAATCTTTTAACTAGTATAGTACAATCTGTGTA
2681173(P)
Methyl-branch of WLP ABAKI_c24790 (fhs,) TGTCACATTARATATTTGATTTTTATTACAARATCATTTATCATARACGT
3198855(P)
Rnfcomplex  ABAKI_c29390 (mfC,) 1qrqoTanTGETATAGRARAAAAATARAATTTATGTTATGATACTGCCCT
1954708(P)
FF, ATPsynthase ABAKI_c18440 ATTTGTGCTGCTGTATATACATGTCTTTGAAATTGTGGTACGATATGTAL
640952(P)

Bifurcating hydrogenase ABAKI_c06010 (hydC) TCTGTTATAAATATAACGAAATATAATGTTATGTGTTATAATTACCTCGT

Figure SS5. Determination of promoter sequences. (A—G) Motif searches upstream of 4. bakii TSS for each

class of TSS. (H) TSSs and conserved nucleotides of the promoter in front of the first genes of acetogenesis-
related gene clusters are represented with red color.



