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Supplemental Figure S6. Prevalence of EERs and structured introns in genes highly
expressed in germline and somatic tissues. The fraction of genes containing EERs
(black) or structured introns (gray) are shown for genes binned by low to high
expression in five isolated tissues: (A) oogenic gonads, (B) spermatogenic gonads (Ortiz
et al. 2014), (C) tph-1::GFP-expressing NSM neurons (Spencer et al. 2014), (D)
intestine cells expressing Pges-1.::gfp::pab-1, or (E) pharyngeal muscle cells expressing
Pmyo-2::gfp::;pab-1 (Blazie et al. 2015). The total number of genes in each expression
category for each tissue is shown at the top of each plot.



