
	

Supplemental Figure S1. Structured introns in orthologous Caenorhabditis genes. 
Gene models of (A) agef-1 and (B) hxk-2 from C. elegans and C. briggsae, showing the 
predicted stability of structured introns (ΔG/nt < -0.5 kcal/mol*nt). 

A
C. elegans agef-1 (Y6B3A.1)

C. briggsae agef-1 (CBG19779)
ΔG/nt = -0.61 kcal/mol*nt

ΔG/nt = -0.51 kcal/mol*nt

B C. elegans hxk-2 (H25P06.1)

C. briggsae hxk-2 (CBG20417)
ΔG/nt = -0.72 kcal/mol*nt

ΔG/nt = -0.69 kcal/mol*nt


