	Type
	Counts
	Percentage (%)

	Total reads
	17,257,411
	100.00

	High quality
	16,728,732
	96.94

	Adaptor3 null
	70,317
	0.41

	Insert null 
	10,971
	0.06

	Adaptor5 contaminats
	94,450
	0.55

	Smaller than 10nt
	609,903
	3.53

	Ploy A
	1,120
	0.01

	Clean reads
	15,941,971
	92.38
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