
Supplementary Table 1a. Exiqon miRNA LNA array data for miRNAs exhibiting differential expression in the whole dataset. Exiqon miRNA LNA array data from 19 individuals (8 Males and 11 Females). The top 24 miRNAs exhibit an interindividual variation, with an SD > 0.5.  miRPlus are Exiqon proprietary microRNAs not yet annotated in miRBase. Data is presented as log2/ (Hy3/Hy5) ratios, meaning sample/pool. Header includes data on age of bone donor and gender.
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[bookmark: _GoBack]Supplementary Table 1b. miRNAs exhibiting differential expression between males and females. Exiqon miRNA LNA array data for miRNAs exhibiting differential expression between males (M) and females (F), with a t-test p-value < 0.05 cut-off. Data is presented as log2/(Hy3/Hy5) ratios, meaning sample/pool.
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Supplementary Table 2. Correlations between miRNA normalized gene expression by TaqMan. Correlation values marked * are significant (p<0.05). The top panel covers the full dataset (“Overall”), while the two lower panels presents data for males and females, respectively.
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Supplementary Figure 1.
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Age distribution of donors. Box plot by gender (x-axis) and age (y-axis) in 95 individuals (50 males and 45 females) of donors undergoing total hip or knee replacement surgery for osteoarthritis, with no other bone-related pathologies reported. Boxes represent the median, 25th and 75th percentile limits, and whiskers depict the minimum and maximum values.
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Principal Component Analysis (PCA) plot of microarray data. The PCA analysis is performed on log2 (Hy3/Hy5) ratios which passed the filtering criteria using a two tailed t-test between the two groups in the analysis; p-values < 0.05. Females and males form two different clusters. White squares indicate female samples and black indicate male samples. 
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A Q-Q plot of Observed versus Expected p-values.
Quantile-Quantile (Q-Q) plot of –log10 (p-values) on the 10 miRNAs in the overall data set to test the correlation between miRNA and mRNA. Compared to the null hypothesis of no correlation, the observed quantiles are consistently higher than their expected values, providing evidence of correlation. In the panels the grey line denotes expectation under the null hypothesis and black cross indicates observed data.
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Overrepresentation analysis – hsa-miR-29b predicted target sites
A. Fractions of genes annotated as predicted hsa-miR-29b target sites per p-value bin (p-value for correlation between mRNA levels and hsa-miR-29b levels) 
B. Overrepresentation of genes carrying conserved hsa-miR-29b target sites per p-value bin. M-values (log2 fold changes) in relation to the average fraction of genes with conserved target sites across all p-values are shown. Data indicate that hsa-miR-29b correlations to mRNAs with the lowest p-values are enriched for conserved miR-29b targets.
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Ingenuity Pathway Analysis – Wnt/ β -catenin signaling pathway
The Wnt/β-catenin signaling pathway overlayed with correlation data for hsa-miR-29b vs global mRNA levels using the Ingenuity Pathway Analysis (IPA) software for the full dataset. The Wnt/β -catenin pathway shows 52/180 of the molecules attributed to the pathway being significantly correlated to hsa-miR-29b levels, with an overall p-value of 0.0014. A similar trend was seen for hsa-miR-125b (p-value of 0.0021) and hsa-miR-30c2 (p-value of 0.00051) (data not shown). Nodes represent molecules (genes) in the pathway and edges or lines are the biological relationship between genes. Green colored nodes denote negative correlations and red colored nodes denotes positive correlations between mRNA levels and hsa-miR-29b levels. Grey colored nodes indicates that a pathway entity is present in the IPA dataset, but does not reach a p-value <0.05. Dual coloring of molecular complexes denotes that subunits have correlations going in different directions. Abbreviations of gene names are according to standard abbreviations used in Genbank.  




Supplementary Methods
microRNA profiling in human bone samples by LNA microarray
1 µg of total RNA from 11 females and 8 males were labeled with Hy3TM and common reference with Hy5 TM ﬂuorescent label, using the miRCURY TM LNA Array power labeling kit (Exiqon, Denmark) following the procedure described by the manufacturer. The Hy3 TM-labeled samples and a Hy5 TM-labeled reference RNA samples were mixed pair-wise and hybridized to the miRCURY TM LNA array version 11.0 (Exiqon, Denmark), which contains capture probes targeting 428 human miRNAs registered in the miRBASE version 14.0. In addition, spike-in controls were added in various concentrations in both Hy3 and Hy5 labeling reactions giving the opportunity to evaluate the labeling reaction, hybridization and the performance of the array experiment in general. Each spike-in control has 32 replicates of capture probes on the array. Hybridization was performed according to the miRCURY TM LNA array manual using a Tecan HS4800 hybridization station. After hybridization the microarray slides were scanned and stored in an ozone-free environment (ozone level below 2.0 ppb) to prevent potential bleaching of the ﬂuorescent dyes and this reduces day-to-day variation to a minimum. The miRCURY TM LNA array microarray slides were scanned using the Agilent G2565BA Microarray Scanner System (Agilent Technologies, Inc., USA) and the image analysis was carried out using the ImaGene 8.0 software (BioDiscovery, Inc.USA). The quantiﬁed signals were background corrected using Normexp with offset value 10, and normalized using the global LOESS (LOcally WEighted Scatterplot Smoothing) non-linear regression algorithm, whereafter data was subjected to unsupervised hierarchical clustering.
Real-time RT-PCR
 3.3 ng of total RNA was reverse transcribed using TaqMan MicroRNA Reverse Transcription Kit (Applied Biosystems, Foster City, CA, USA), enabling miRNA specific cDNA synthesis for the 10 different human miRNAs and 2 miRNA controls. Reactions were incubated on a 96-well Applied Biosystems 9800 Fast Thermal Cycler PCR System at 16°C for 30 min, 42°C for 30 min, then 85°C for 5 min. cDNA synthesis was performed in triplicate, including a non template control that ensures a lack of signal in the assay background.
Following the RT step, 0.67 µL of the 20x diluted RT product was transferred into a 10 µL PCR consisting of 5 µL TaqMan 2x Universal PCR Master Mix, No AmpErase UNG (Applied Biosystems) and 0.5 µL 20x TaqMan MicroRNA Assay (Applied Biosystems). The assay included a no-template control, a standard curve of five serial dilution points (in steps of 3-fold) of a cDNA mixture. PCR cycling began with activation at 95°C for 10 min, then 40 cycles of 95°C for 15 sec, and 60°C for 60 sec performed on a 7500 Fast Real-Time PCR System (Applied Biosystems).
Raw Ct values were calculated using the 7500 software and it automatically calculates baseline and a threshold values. For further data analysis, only those samples with a Ct value equal to or below 35 were taken into account. The computer softwares geNorm and Normfinder confirmed the most stably expressed miRNAs as hsa-let7a and hsa-miR-191, and these were used as controls for normalization of the dataset.
The comparative quantitation 2−ΔΔCT method (also called the ΔΔCT method) was used to compare differences in cycle number thresholds for samples normalized for endogenous controls. Since the experiments were conducted in healthy untreated subject cells only, the mean of the respective miRNA was used as the control sample level. The formulas used were:
First, the ΔCT was calculated as the mean cycle threshold for the subjects miRNA experiments minus the mean cycle thresholds for the endogenous controls Hsa-miR-let7a and hsa-miR-191, each performed in triplicates: ΔCT = CT (target microRNA) – CT (endogenous controls).
Secondly, the ΔΔCT was calculated as the ΔCT of the subject’s miRNA minus the mean of that miRNA ΔCT for all subjects: ΔΔCT = ΔCT (sample of interest) – ΔCT (mean of all samples). Thereafter, the normalized target gene expression in the sample of interest was calculated as: Normalized target gene expression = 2−ΔΔCT. These values were then used in further downstream analyses.
Specific Taqman miRNAs used in this study were: hsa-miR-125b (ID 000449), hsa-miR-29b (ID 000413), hsa-miR-30c2 (ID 002110), hsa-miR-31(ID 00213), hsa-miR-99a (ID 002141), hsa-miR-140-3p (ID 002234), hsa-miR-198 (ID 002273), hsa-miR-22 (ID 002301), hsa-miR-335(ID 002185), hsa-miR-503(ID 001048), Osteonectin  (Hs00213568_m1), Col1A1 (Hs00164004_m1), RUNX2 (Hs00231692_m1), FRZB (Hs00173503_m1), Osteocalcin (Hs01587814_g1).

Alizarin red S and Alkaline phosphatase staining
HOBs from 3 individuals were seeded at a density of 35,000 cells in a 24-well cell culture plate to achieve 60-80% confluence at the day of transfection. After transfection as described above, at 80% confluence, osteogenic differentiation was induced by replacing the medium with complete medium supplemented with 10 nM dexamethasone, 0.2 mM L-ascorbic acid, and 10 mM β-glycerophosphate. The cells were cultured in differentiation medium for 12 days and the medium changed every 3 days. Alizarin Red staining was performed to detect matrix mineralization, after the HOBs were fixed in 70% cold ethanol for 1 hour at room temperature, and then stained with 2% Alizarin Red S (Sigma, St. Louis, MO, USA), pH 4.2, for 10 min at room temperature. Each experiment was repeated in triplicate. Calcium deposition was visualized as red color. Alizarin red was quantified by destaining the cultures using 10% cetylpyridinium chloride (CPC) (Sigma, St. Louis, MO, USA) in 10mM sodiumphosphate, pH7.0, for 15min at room temperature. The liquid was transferred to a 96-well plate and the concentration of Alizarin Red S was determined by measuring the absorbance on an ELISA plate reader (Thermo Scientific) at 540nM. Alkaline phosphatase (ALP) activity was performed using ALP staining kit (Sigma) following the manufacturer’s instruction. The mineralized nodules were visualized as dark purple color under the digital inverted microscope (10x and 20x objective)  (AMG Evos XL Core, Fisher Scientific, Pittsburgh, PA).
Overrepresentation analysis of predicted miRNA targets

Based on the predictions, genes were ordered into two sets, those having a predicted conserved hsa-miR-29b target site and those that did not.  We next divided the mRNA gene expression data into bins based on FDR p-values for correlations between hsa-miR-29b levels and gene expression levels (bins p=<0.01, p=0.01-0.05, p=0.05-0.1 and each subsequent step of 0.1). Numbers of conserved targets of hsa-miR-29b were determined for each bin and these numbers were used to determine, for each bin, the fraction of genes annotated as conserved hsa-miR-29b targets.  M-values (log2 fold change) were calculated for each p-value bin in relation to the average fraction of conserved hsa-miR-29b targets across all p-values. Statistically significant deviations were determined using Chi2 tests of observed versus expected counts per bin.
Bioinformatic analysis of correlations – Ingenuity Pathway Analysis
Our data set containing gene identifiers and all corresponding miRNA vs mRNA correlation values and p-values for correlation was uploaded into the IPA application. Each identifier was mapped to its corresponding object in the Ingenuity® Knowledge Base. A correlation p-value cut off of 0.05 was set to designate differentially regulated genes. Molecular networks were algorithmically generated, and right-tailed Fisher’s Exact Test was used to calculate an IPA p-value for association of our correlated genes related to the molecular networks, biological functions and top canonical pathways from IPA, or in the case of transcription regulators, overrepresentation. The p-value associated with a biological process or pathway annotation designates where over-represented functions or pathways have more Functions/Pathways/Lists Eligible molecules than expected by chance.  
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0,21
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0,27
0,21
-0,09
0,24
0,36
-0,10
-0,33
0,01
0,41
0,08
0,09

-0,47
-0,26
-0,28
0,04
0,26
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-0,34
0,33
0,23
0,72
0,13
0,23
0,65
-0,13
0,00
-0,07
-0,06
0,19
0,24
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0,09
0,23
0,23
-0,03
-0,19
0,06
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-0,46
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hsa-miR-939 0,13
hsa-miR-518c* -0,06
hsa-miR-125b-1° NA
hsa-miR-186 0,42
hsa-miR-519d  -0,02
hsa-miR-24-1* -0,05
hsa-miR-425 0,13
hsa-miR-185*  -0,15
hsa-miR-220b NA
hsa-miR-27b -0,16
hsa-miR-302d* -0,66
hsa-miR-645 NA
hsa-let-7e 0,17
hsa-miR-136* NA
miRPlus_42530 NA

hsa-miR-382 0,01
hsa-miR-938 NA

hsa-let-7b* -0,16
hsa-miR-340 -0,28
hsa-let-7a 0,39

hsa-miR-221* 0,11
hsa-miR-525-5p NA

hsa-miR-338-5p 0,25
hsa-miR-574-5p 0,10

-0,13
-0,41
0,28
0,40
0,19
0,15
0,02
-0,17
0,39
-0,28
-0,34
0,16
0,38
0,62
-0,06
0,09
-0,20
-0,02
0,01
0,18
-0,01
0,02
0,15
0,26
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-0,10
-0,04
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0,04
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Males Females two-tailed T-tes Male Female LogMedianR Fold change

Annotation  #1  #2 #3 #6 #7 #9 #11 #12 #4 #5 #8 #10 #13 #14 #15 #16 #17 #18 #19 Count MvsF Average Stdev  Average Stdev AM-F AM-F

hsa-miR-140-3; -0,42 -0,34 -0,71 -0,23 0,02 0,19 0,19 -0,19 0,13 0,23 -0,08 -0,02 0,18 0,73 0,49 0,33 028 042 0,23 19 0.002 -0,19 0,31 0,27 0,23 0,45 1,37
hsa-miR-136* NA 062 0,38 046 049 NA 046 057 038 023 026 040 045 048 0,24 0,35 028 049 0,33 17 0.008 0,50 0,08 0,35 0,09 -0,14 0,91
hsa-miR-299-3; NA  -0,41 -0,45 -0,48 -0,73 -0,38 -0,64 -0,44 -0,72 -0,74 -0,92 -0,55 -0,73 -0,95 -0,69 -0,56 -0,67 -0,47 -0,56 18 0.019 -0,51 0,13 -0,69 0,15 -0,18 0,88
hsa-miR-99a  -1,11 -1,44 -0,99 -1,11 -0,71 -0,48 -0,90 -1,31 -0,77 -0,97 -0,03 -1,12 -0,29 -0,37 -0,71 -0,11 -0,72 -0,91 -0,78 19 0.025 -1,01 0,31 -0,62 0,36 0,39 1,31
hsa-miR-185  -0,11 -0,02 -0,25 -0,11 -0,13 0,16 -0,24 -0,32 0,03 -0,14 -0,01 -0,12 0,07 0,03 0,08 -0,13 0,09 0,14 0,10 19 0.026 -0,13 0,15 0,01 0,10 0,14 1,10
hsa-miR-197 NA  -0,36 -0,29 -0,47 -0,31 -0,40 -0,39 -0,17 -0,47 -0,39 -0,15 -0,38 -0,12 -0,06 -0,11 -0,09 -0,09 -0,19 -0,08 18 0.032 -0,34 0,10 -0,19 0,15 0,15 1,1
hsa-miR-140-5; 0,56 0,96 0,02 0,72 1,18 058 1,06 0,74 123 1,29 087 0,86 09 1,65 1,11 0,89 080 085 100 19 0.038 0,73 0,36 1,05 0,26 0,32 1,25
hsa-miR-376b -0,13 0,06 0,06 0,40 -0,01 -0,11 -0,14 0,03 0,06 -0,27 -0,52 -0,23 -0,19 -0,68 -0,22 -0,67 -0,06 -0,01 0,19 19 0.041 0,02 0,18 -0,24 0,29 -0,25 0,84

hsa-miR-29b  -0,28 -0,16 0,32 0,59 0,30 0,20 0,35 0,29 0,15 0,08 -0,02 -0,01 -0,15 -0,94 -0,17 -0,49 -0,18 -0,14 041 19 0.042 0,20 0,29 -0,13 0,35 -0,33 0,79
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Overall

Means Std.Dev. hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR-
125b 29b 30c2 503 99a 198 31 22 140-3p 335
hsa-miR-125b 1,05 0,44 1,00 0,45 * 0,77* 0,73* 0,60 * 0,54 * 0,52* 0,60 * 0,57 * 0,67 *
hsa-miR-29b 1,24 0,85 0,45 * 1,00 0,47* 057* 0,07 -0,13 0,29 0,57 * 0,35* 0,27
hsa-miR-30c2 1,07 0,57 0,77 * 0,47 * 1,00 0,78 * 0,60 * 0,24 0,77 * 0,59 * 0,67 * 0,22
hsa-miR-503 1,19 0,81 0,73 * 0,57 * 0,78 * 1,00 0,65 * 0,33 * 0,73 * 0,76 * 0,82 * 0,35*
hsa-miR-99a 1,21 1,04 0,60 * 0,07 060* 065* 1,00 0,60 * 0,67 * 0,41* 0,79 * 0,29
hsa-miR-198 3,88 17,79 0,54 * -0,13 0,24 0,33 * 0,60 * 1,00 0,03 -0,07 0,35* 0,37 *
hsa-miR-31 1,26 1,21 0,52 * 0,29 0,77* 0,73* 0,68 * 0,03 1,00 0,67 * 0,78 * 0,24
hsa-miR-22 1,08 0,44 0,60 * 0,57 * 059* 0,76 * 0,41 * -0,07 0,67 * 1,00 0,62 * 0,45 *
hsa-miR-140-3p 1,12 0,70 0,57 * 0,35* 067* 082* 0,79 * 0,35* 0,78 * 0,62 * 1,00 0,26
hsa-miR-335 1,25 1,07 0,67 * 0,27 0,22 0,35 * 0,29 0,37 * 0,24 0,45 * 0,26 1,00
Males
Means Std.Dev. hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR-
125b 29b 30c2 503 99a 198 31 22 140-3p 335
hsa-miR-125b 1,02 0,35 1,00 0,76 * 0,81* 065* 0,41 0,31 0,57 * 0,77 * 0,41 0,45
hsa-miR-29b 1,44 0,64 0,76 * 1,00 0,58* 0,56* 0,22 0,01 0,39 0,62 * 0,34 0,44
hsa-miR-30c2 1,09 0,64 0,81* 0,58 * 1,00 0,80 * 0,75 * 0,43 0,82 * 0,70 * 0,68 * 0,01
hsa-miR-503 1,21 0,86 0,65 * 0,56 * 0,80 * 1,00 0,76 * 0,41 0,86 * 0,88 * 0,82 * 0,11
hsa-miR-99a 1,15 1,11 0,41 0,22 0,75* 0,76 * 1,00 0,53 * 0,92 * 0,59 * 0,88 * -0,15
hsa-miR-198 1,13 1,08 0,31 0,01 0,43 0,41 0,53 * 1,00 0,60 * 0,40 0,48 * 0,18
hsa-miR-31 1,43 1,56 0,57 * 0,39 0,82* 0,86* 0,92 * 0,60 * 1,00 0,72 * 0,90 * 0,08
hsa-miR-22 1,14 0,51 0,77 * 062* 0,70* 0,88* 0,59 * 0,40 0,72 * 1,00 0,70 * 0,33
hsa-miR-140-3p 1,17 0,87 0,41 0,34 068* 0,82* 0,88 * 0,48 * 0,90 * 0,70 * 1,00 -0,02
hsa-miR-335 1,31 1,04 0,45 0,44 0,01 0,11 -0,15 0,18 0,08 0,33 -0,02 1,00
Females
Means Std.Dev. hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR- hsa-miR-
125b 29b 30c2 503 99a 198 31 22 140-3p 335
hsa-miR-125b 1,07 0,51 1,00 0,36 081* 082* 0,76 * 064* 067* 0,56 * 0,85* 0,82 *
hsa-miR-29b 1,06 0,99 0,36 1,00 043* 062* 0,00 -0,11 0,24 0,59 * 0,44 * 0,18
hsa-miR-30c2 1,05 0,51 0,81* 0,43 * 1,00 0,76 * 0,43 0,36 0,72* 0,40 0,67 * 0,44 *
hsa-miR-503 1,18 0,79 082* 062* 0,76* 1,00 0,52 * 0,47* 0,59* 0,60 * 0,88 * 0,57 *
hsa-miR-99a 1,27 1,00 0,76* 0,00 043 052* 1,00 0,85* 0,32 0,18 0,69 * 0,72 *
hsa-miR-198 6,37 2455 0,64* -0,11 0,36 047* 0,85 * 1,00 0,07 -0,11 0,66 * 0,50 *
hsa-miR-31 1,11 0,77 0,67* 0,24 0,72* 059* 0,32 0,07 1,00 0,53 * 0,45 * 0,56 *
hsa-miR-22 1,03 0,36 056* 0,59 * 040 060* 0,18 -0,11 0,53 * 1,00 0,47 * 0,60 *
hsa-miR-140-3p 1,08 052 085* 044* 067* 088* 0,69 * 066* 045* 0,47 * 1,00 0,68 *
hsa-miR-335 1,20 1,12 0,82* 0,18 044* 0,57* 0,72 * 0,50* 0,56 * 0,60* 0,68 * 1,00
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LogMedianRatios

Sex M M M F F M M F M F M M F F F F F F F

IAge 26 58 52 43 39 25 83 76 81 90 71 42 71 74 73 54 87 48 83

IAnnotation #1 #2 #3 #4 #5 #6 #7 #8 #9 #10 #11 #12 #13 #14 #15 #16 #17 #18 #19 Count Stdev
ImiRPIus_17869 -0,34 -0,67 -0,16 0,19 0,48 -0,11 0,51 -1,26 -1,14 1,03 1,15 -0,94 -0,66 -0,46 -0,29 -1,23 -1,04 0,16 18 0,74
miRPlus_42487 1,29 -0,02 0,30 0,69 09 0,58 0,72 -0,97 -0,49 1,14 1,27 -0,49 -0,14 -0,35 0,05 -0,64 -0,63 1,14 0,38 19 0,73
miRPlus_42526 0,24 -0,24 -0,19 0,32 0,76 0,02 0,45 -1,20 -0,84 0,81 1,25 -0,77 -0,44 -0,57 -0,09 -1,08 -0,94 0,93 0,27 19 0,72
hsa-miR-138 0,54 031 0,28 -0,01 -099 0,15 -1,13 0,06 0,90 0,21 0,39 -1,56 0,03 -0,48 -1,08 0,56 -0,57 -0,49 -1,23 19 0,71
hsa-miR-298 -0,64 063 1,26 -0,39 -0,09 0,69 -0,31 0,40 -0,89 -0,87 -0,41 -0,11 -0,49 -0,85 -0,53 -0,34 0,08 -1,36 0,47 19 0,65
miRPlus_17952 -0,40 -0,40 0,09 -0,22 0,72 -0,12 0,42 -1,46 -1,27 0,66 0,84 -0,34 -0,50 -0,83 -0,21 -0,85 -0,67 0,53 0,05 19 0,65
hsa-miR-126 -0,46 -0,92 -0,98 -0,50 0,45 -0,67 -0,23 1,24 -0,21 -0,64 -0,36 046 0,26 0,83 -0,32 -1,21 -0,48 -0,77 -0,66 19 0,64
miRPlus_28431 0,30 -0,48 -0,28 -0,09 0,34 -0,25 0,09 -1,50 -0,80 1,03 0,68 -0,94 -0,68 -0,46 -0,32 -0,90 -0,93 0,45 0,04 19 0,64
hsa-miR-10b 0,39 -0,19 0,05 -0,46 -0,14 0,32 047 101 053 -094 -1,12 048 1,42 0,71 -0,20 0,50 -0,17 0,66 -0,06 19 0,63
hsa-miR-503 -0,19 -0,51 -0,52 0,14 0,50 -0,29 0,17 -1,22 -1,02 0,87 0,97 -0,61 -0,47 -0,34 -0,19 -1,00 -0,84 0,47 0,14 19 0,63
hsa-miR-583 -0,07 -0,32 0,14 0,32 0,712 0,18 0,73 -0,87 -0,47 1,07 1,25 -0,52 -0,39 -0,23 0,06 -0,98 -0,45 0,12 18 0,63
hsa-miR-708 0,31 -039 0,23 0,11 -0,57 -0,25 -0,08 0,97 -0,13 -1,23 -0,50 0,96 0,66 -0,23 0,11 0,60 -0,25 -1,27 -0,25 19 0,62
hsa-miR-923 -0,19 -0,22 0,32 -0,22 0,99 0,07 -081 -1,38 -0,71 0,43 -0,14 -0,95 -0,64 -0,66 -0,57 -0,77 -0,67 0,69 -0,28 19 0,60
hsa-miR-31 0,12 -0,31 0,14 -043 -1,24 -0,35 -0,42 -0,34 -0,18 -1,68 -0,60 0,49 0,32 -0,48 -0,19 0,60 -0,14 -1,19 -0,27 19 0,58
hsa-miR-30c-2* 0,14 -1,15 -0,34 -0,58 -0,08 -0,66 -0,52 -1,57 -0,90 0,34 -0,06 -1,18 -1,08 -1,17 -0,78 -1,55 -1,39 -0,26 -0,65 19 0,57
hsa-miR-371-5p  -0,28 -0,27 -0,23 -0,11 0,34 -0,38 0,31 -1,21 -0,80 1,01 0,74 -0,53 -0,58 -0,24 -0,10 -0,62 -0,74 0,42 0,07 19 0,55
hsa-miR-142-3p 0,49 1,55 0,27 0,27 081 046 -0,42 0,13 0,62 0,04 059 059 0,20 0,02 0552 0,52 195 0,28 18 0,54
miRPlus_42521 0,05 -0,37 -0,06 0,15 0,28 -045 0,22 -1,05 -0,65 0,78 0,73 -0,71 -0,69 -0,48 -0,22 -0,88 -0,81 0,36 -0,05 19 0,54
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