- — Cst Cnr
Csa2 IP Cas3" IP Cst2 IP Cas5t IP Cmr2 IP
Protein Mol. Wt. P%?)It(ilgss %SeqCov P%rggg:s %SeqCov PL(Jerrl)lt?::s %SeqCov PL(Jer;])Itciq;:s %SeqCov P%rst(i];:s %SeqCov Annotation
4* 12 5% 13 Csa4-1 (Cas8a2)
7 25 Csa4-2 (Cas8a2)
7 32 13 59 Cas3" (nuclease)
19 35 15 24 Cas3' (helicase)
21 84 6 21 Casba (Cas5)
22 95 12 48 Csa2 (Cas7)
3 48 2% 20 Csa5 (Cas11)
+ PF1121 3* 9 7 53 Casbt (Casb)
© | PF1122 29.7 8 17 15 42 Cst2 (Cas7)
PF1124 38.7 11 26 Cmr6 (Cas7)
PF1125 19.7 7 30 Cmr5 (Cas11)
. PF1126 32.6 15 67 Cmr4 (Cas7)
S PF1128 36.3 16 57 Cmr3 (Cas5)
PF1129 100.8 38 39 Cmr2 (Cas10)
PF1130 34.9 6 17 Cmr1-1 (Cas7)
PF0352 21.7 4 25 Cmr1-2 (Cas7)
PF0440 200.8 5* 5 8 6 6* 5 Ribonucleotide diphosphate reductase subunit A (rnr)
PF0566 127.6 7 4 4* 3 Putative uncharacterized protein PF0566
2 PF0924 16.7 2* 26 Putative uncharacterized protein PF0924
g PF0994 131.0 15 19 10 12 Type |l secretion system proteins
s PF1142 314 12 53 10 42 2* 6 Putative uncharacterized protein PF1142
Lr)‘G PF1351 73.2 4* 13 Threonyl-tRNA synthetase
g PF1462 71.2 2* 5 Glutamyl-tRNA(GIn) amidotransferase subunit E (gatE)
=z PF1563 103.0 4* 6 13 19 5* 5 DNA-directed RNA polymerase subunit A
PF1882 89.1 6 6 Cell division protein 48
PF1974 59.9 3* 8 25 64 Thermosome, single subunit

Majumdar et al., Supplemental Table 1
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