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Ratio of miRNA expression CD4SP/DN3 for miRNAs with diferent number of mismatches
0	1	2	3	4	5	6	0.62949974718230595	0.98837541050280098	0.75774603364926096	0.81987882757491404	0.83481901674770398	0.178703523457271	0.24903837552553901	# mismatches in positions 1-8, 13-19

Mean expression CD4SP/mean expression DN3
d12/d6 low fold change	1	2	3	4	6	7	8	13	14	15	16	17	18	19	20	21	29	21	10	9	5	7	8	15	18	13	11	13	14	9	10	13	d12/d6 high fold change	1	2	3	4	6	7	8	13	14	15	16	17	18	19	20	21	37	13	9	7	11	6	7	9	11	12	14	14	11	14	14	9	d6/d0 low fold change	1	2	3	4	6	7	8	13	14	15	16	17	18	19	20	21	31	18	10	7	4	6	8	15	21	14	10	11	14	9	12	22	d6/d0 high fold change	1	2	3	4	6	7	8	13	14	15	16	17	18	19	20	21	35	16	9	9	12	7	7	9	8	11	15	16	11	14	12	23	# mismatches
Fold change 	>	0.395	-3	-2	-1	1	2	3	4	5	6	7	8	9	10	11	12	13	14	15	16	17	18	19	20	21	22	23	24	11	16	32	46	16	11	10	14	12	8	11	9	20	27	29	12	19	20	22	16	10	13	14	17	25	45	47	Fold change 	<	0.395	-3	-2	-1	1	2	3	4	5	6	7	8	9	10	11	12	13	14	15	16	17	18	19	20	21	22	23	24	12	27	31	35	25	11	8	19	8	8	6	23	30	27	25	16	15	10	9	12	22	16	14	7	24	32	52	# mismatches
brain	1	2	3	4	5	6.3442275806433841	1.484323659764248	3.5887931885513629	4.736928265940703	2.825234500494767	liver	1	2	3	4	5	3.7719455481170798	2.2964088819182771	3.9515837135684762	2.7149694340460191	1	Number of mismatches in position(s) 1-21
Geometric Mean of Clone COunts for each group of miRNAs
brain	0	1	2	3	4	1.4142135623730949	3.2504245872377941	2.6193117711649081	3.9140305957909698	4.3558771746928624	liver	0	1	2	3	4	2.2360679774997898	3.590553525389816	2.2521837967484051	4.0788174210275052	4.2426406871192839	Number of mismatches in position(s) 1-8, 13-21
Geometric Mean of Clone COunts for each group of miRNAs
Ratio of miRNA expression CD4SP/DN3 for miRNAs with different number of mismatches
0	1	2	3	4	5	6	7	8	9	0.83333333333333304	2.1867393962193171	0.76874735022665697	1.08709349465942	0.79675510124240601	0.46280185990700501	0.237460899579333	3.421875	1.1111111111111109	0.68061815840309103	# mismatches in positions 1-19

Mean expression CD4SP/mean expression DN3
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