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AT AT
> 8 1277.17 1402-1405  CCCGp
4 Q R ~ 129117 14021405  CCCGp 1
o 2 1305.17 1402-1405 CcccGp 2
% B 1584.18 1388-1392 CCUUGp
.'%\ An N P 1889.23 1380-1385 uuccCGp
c | 32 1983.29 1427-1432 CAAAAGP
% 3 2875.39 1393-1401 UACACACCGp
—_ (‘7) 3181.42 1406-1415 UCACACCAUGp
3195.42 1406-1415 UCACACCAUGp 1
| 4455.59 1402-1415 CCCGUCACACCAUGp 1
4469.49 1402-1415 CCCGUCACACCAUGp 2
{ 1 4483.59 1402-1415 CCCGUCACACCAUGP 3
“ dudvadl A M " 4497.59 1402-1415 CCCGUCACACCAUGp 4
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