Table S4: DNA oligonucleotides for site directed mutagenesis of codons encoding
active site residues of B-galactosidase

Primers for Glutamic Acid 537
Number | Mutation Primer sequences
4546 GCU ccgctgatcctttgeGCTtacgcccacgecgatg
4547 o catcgcgtgggcgtaAGCgcaaaggatcagcgg
4544 GCC ccgctgatcctttgeGCCtacgecccacgecgatg
4545 T catcgcgtgggecgtaGGCgcaaaggatcagcgyg
Ala
4526 GCA ccgctgatcctttgeGCAtacgcccacgecgatg
4527 - catcgcgtgggecgtaTGCgcaaaggatcagcgyg
4532 GCG ccgctgatcctttgeGCGtacgecccacgecgatg
4533 - catcgcgtgggcgtaCGCgcaaaggatcagcgg
4489 GAU ccgctgatcctttgecGATtacgcccacgecgatg
4490 * catcgcgtgggcgtaATCgcaaaggatcagcgg
Asp
4491 GAC ccgctgatcctttgecGACtacgcccacgecgatg
4492 - catcgcgtgggcgtaGTCgcaaaggatcagcgg
4517 CAA catcgcgtgggcgtaTTGgcaaaggatcagcgg
4516 - ccgctgatcctttgecCAAtacgcccacgecgatg
Gln
4523 CAG catcgcgtgggecgtaCTGgcaaaggatcagcgyg
4522 - ccgctgatcctttgecCAGtacgcccacgecgatg
4548 GGU ccgctgatcctttgeGGTtacgcccacgecgatg
4549 T catcgcgtgggcgtaACCgcaaaggatcagcgg
4550 GGC ccgctgatcctttgeGGCtacgecccacgecgatg
4551 o catcgcgtgggecgtaGCCgcaaaggatcagcgyg
Gly
4528 GGA ccgctgatcctttgeGGAtacgcccacgecgatg
4529 - catcgcgtgggecgtaTCCgcaaaggatcagcgyg
4534 GGG ccgctgatcctttgeGGGtacgecccacgecgatg
4535 - catcgcgtgggecgtaCCCgcaaaggatcagcgg




4513

catcgcgtgggecgtaTTTgcaaaggatcagcgg

AAA
4512 - ccgctgatcctttgcAAAtacgcccacgcgatg
Lys
4519 AAG catcgcgtgggecgtaCTTgcaaaggatcagcgg
4518 * ccgctgatcctttgcAAGtacgcccacgcgatg
4515 UAA catcgcgtgggcgtaTTAgcaaaggatcagcgg
4514 - ccgctgatcctttgecTAAtacgcccacgecgatg
4521 catcgcgtgggcgtaCTAgcaaaggatcagcgg
UAG | Stop
4520 ccgctgatcctttgecTAGtacgcccacgecgatg
4538 UGA ccgctgatcctttgcTGAtacgecccacgcgatg
4539 T catcgcgtgggcgtaTCAgcaaaggatcagcgg
4541 GUU catcgcgtgggcgtaAACgcaaaggatcagcgg
4540 T ccgctgatcctttgeGTTtacgcccacgecgatg
4542 GUC ccgctgatcctttgeGTCtacgcccacgecgatg
4543 o catcgcgtgggcgtaGACgcaaaggatcagcgg
Val
4524 GUA ccgctgatcctttgeGTAtacgcccacgecgatg
4525 - catcgcgtgggcgtaTACgcaaaggatcagcgg
4530 GUG ccgctgatcctttgeGTGtacgecccacgcgatg
4531 - catcgcgtgggcgtaCACgcaaaggatcagcgg

Primers for Aspartic Acid 201

Number | Mutation Primer sequences

4895 UAU gttatctggaagatcagTATatgtggcggatgagcgg

4896 | ccgctcatccgeccacatATActgatcttccagataac
Tyr

4897 UAC gttatctggaagatcagTACatgtggcggatgagecgg

4898 - ccgctcatccgeccacatGTActgatcttccagataac

4899 CAU gttatctggaagatcagCATatgtggcggatgagcgg

4900 - ccgctcatccgeccacatATGetgatcttccagataac
His

4901 CAC gttatctggaagatcagCACatgtggcggatgagecgg

4902 - ccgctcatccgecacatGTGetgatcttccagataac




5156

ggaagatcagAATatgtggcggatgagcggcatttte

AAU
5157 | — tccgeccacatATTctgatctteccagataactgeegte
Asn
4905 AAC gttatctggaagatcagAACatgtggcggatgagcgg
4907 | — ccgctcatccgecacatGTTctgatcttccagataac
4912 GUU gttatctggaagatcagGTTatgtggcggatgagegg
4913 - ccgctcatccgeccacatAACctgatcttccagataac
4914 GUC gttatctggaagatcagGTCatgtggcggatgagecgg
4915 - ccgctcatccgecacatGACctgatcttccagataac
Val
4933 GUA gttatctggaagatcagGTAatgtggcggatgagcgg
4934 ccgctcatccgeccacatTACctgatcttccagataac
4935 QUG gttatctggaagatcagGTGatgtggcggatgagcgg
4936 ccgctcatccgecacatCACctgatcttccagataac
4916 GCU gttatctggaagatcagGCTatgtggcggatgagecgg
4917 - ccgctcatccgeccacatAGCectgatctteccagataac
4918 GCC gttatctggaagatcagGCCatgtggcggatgagecgg
4919 - Ala | ccgctcatccgeccacatGGCectgatcttccagataac
4937 GCA gttatctggaagatcagGCAatgtggcggatgagecgg
4938 - ccgctcatccgecacatTGCctgatcttccagataac
5364 GCG ggaagatcagGCGatgtggcggatgagcggcatttte
5365 - tccgeccacatCGCectgatcttccagataactgeegte
4908 GAA gttatctggaagatcagGAAatgtggcggatgagcgg
4909 - ccgctcatccgecacatTTCctgatcttccagataac
Glu
5158 CAG ggaagatcagGAGatgtggcggatgagcggcatttte
5159 - tccgeccacatCTCctgatcttccagataactgeegte
4920 CGU gttatctggaagatcagGGTatgtggcggatgagecgg
4921 - ccgctcatccgeccacatACCectgatctteccagataac
4922 ttatctggaagatcagGGCatgtggcggatgage
GGC (Hy g9 ggaag °) gtggcggatgagcgg
4923 ccgctcatccgecacatGCCctgatcttccagataac
4941 GGA gttatctggaagatcagGGAatgtggcggatgagecgg
4942 ccgctcatccgecacatTCCectgatctteccagataac




5372
5373

GGG

gttatctggaagatcagGGGatgtggcggatgagcgg

ccgctcatccgeccacatCCCctgatcttccagataac

Primers for Tyrosine 503

Number | Mutation Primer sequences
5009 CAU atattatttgcccgatgCATgcgcgcgtggatgaaga
5010 - tcttcatccacgcgecgcATGeatcgggcaaataatat
His
5011 CAC atattatttgcccgatgCACgcgcgecgtggatgaaga
5012 - tcttcatccacgecgegeGTGeatcgggcaaataatat
5013 AAU atattatttgcccgatgAATgcgcgecgtggatgaaga
5014 | — tcttcatccacgcgecgcATTcatcgggcaaataatat
Asn
5015 AAC atattatttgcccgatgAACgcgcgcgtggatgaaga
5016 * tcttcatccacgecgegeGTTcatcgggcaaataatat
5017 CAU atattatttgcccgatgGATgcgcgecgtggatgaaga
5018 - tcttcatccacgcgecgcATCcatcgggcaaataatat
Asp
5019 GAC atattatttgcccgatgGACgcgcgecgtggatgaaga
5020 — tcttcatccacgecgegeGTCcatcgggcaaataatat
4987 UUU atattatttgcccgatgTTTgcgcgecgtggatgaaga
4988 - N tcttcatccacgcgcgcAAAcatcgggcaaataatat
Phe
5287 UUC ttgccecgatgTTCgecgecgegtggatgaagaccageect
5288 - ccacgcgcgcGAAcatcgggcaaataatatcggtggec
4991 UCy atattatttgcccgatgTCTgcgcgecgtggatgaaga
4992 - tcttcatccacgcgecgcAGAcatcgggcaaataatat
4993 uce atattatttgcccgatgTCCgcgcgegtggatgaaga
4994 - tcttcatccacgcgecgecGGAcatcgggcaaataatat
Ser
5005 UCA atattatttgcccgatgTCAgcgcgcgtggatgaaga
5006 T tcttcatccacgcgecgcTGAcatcgggcaaataatat
5007 UceG atattatttgcccgatgTCGgcgcgegtggatgaaga
5008 T tcttcatccacgecgecgcCGAcatcgggcaaataatat




5021

atattatttgcccgatgAGTgcgcgecgtggatgaaga

AGU
5022 tcttcatccacgcgecgcACTcatcgggcaaataatat
5023 AGC atattatttgcccgatgAGCgcgcgecgtggatgaaga
5024 tcttcatccacgecgegeGCTcatcgggcaaataatat
4999 UGU atattatttgcccgatgTGTgcgcgecgtggatgaaga
5000 - tcttcatccacgcgecgcACAcatcgggcaaataatat

Cys

5001 UGCe atattatttgcccgatgTGCgcgcgegtggatgaaga
5002 - tcttcatccacgcgecgeGCAcatcgggcaaataatat
4995 UAA atattatttgcccgatgTAAgcgcgcgtggatgaaga
4996 " tcttcatccacgcgecgcTTAcatcgggcaaataatat
4997 atattatttgcccgatgTAGgcgcgecgtggatgaaga

UAQS’EOP 9 gatg gcgcgcgtggatgaag
4998 tcttcatccacgcgecgecCTAcatcgggcaaataatat
5003 UGA atattatttgcccgatgTGAgcgcgcgtggatgaaga
5004 tcttcatccacgcgecgecTCAcatcgggcaaataatat




