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	Codon
	Amino acid
	Mismatch position(s)
	Xac
	Xac rpsL141
	Xac rpsD12

	UAU 
	Tyr
	1
	3.3 X 10-5 ± 6.2 X 10-7
	3.9 X 10-5 ± 6.6 X 10-7
	4.3 X 10-5 ± 1.4 X 10-6

	UAC 
	Tyr
	1
	3.4 X 10-5 ± 3.1 X 10-6
	5.6 X 10-5 ± 4.7 X 10-6
	4.3 X 10-5 ± 1.3 X 10-6

	CAU 
	His
	1
	8.1 X 10-4 ± 5.8 X 10-5
	7.5 X 10-4 ± 3.7 X 10-5
	8.0 X 10-4 ± 2.8 X 10-5

	CAC 
	His
	1
	8.4 X 10-4 ± 3.7 X 10-5
	7.5 X 10-4 ± 4.5 X 10-5
	7.4 X 10-4 ± 2.6 X 10-5

	AAU 
	Ile
	1
	1.8 X 10-5 ± 9.1 X 10-7
	1.9 X 10-5 ± 4.3 X 10-7
	7.5 X 10-5 ± 7.6 X 10-6

	AAC 
	Ile
	1
	2.4 X 10-5 ± 9.5 X 10-7
	2.1 X 10-5 ± 7.0 X 10-7
	5.9 X 10-5 ± 3.3 X 10-6

	GUU 
	Val
	2
	1.1 X 10-5 ± 4.6 X 10-8
	1.3 X 10-5 ± 7.7 X 10-7
	1.3 X 10-5 ± 3.8 X 10-7

	GUC 
	Val
	2
	1.4 X 10-5 ± 8.8 X 10-7
	1.5 X 10-5 ± 1.0 X 10-6
	1.5 X 10-5 ± 3.0 X 10-7

	GUA 
	Val
	2 & 3
	8.5 X 10-6 ± 3.1 X 10-7
	1.1 X 10-5 ± 7.3 X 10-7
	1.4 X 10-5 ± 9.4 X 10-7

	GUG 
	Val
	2 & 3
	8.6 X 10-6 ± 8.2 X 10-7
	1.2 X 10-5 ± 9.4 X 10-7
	1.8 X 10-5 ± 6.6 X 10-7

	GCU 
	Ala
	2
	3.8 X 10-4 ± 1.8 X 10-5
	6.8 X 10-4 ± 8.5 X 10-5
	6.1 X 10-4 ± 1.9 X 10-5

	GCC 
	Ala
	2
	4.0 X 10-4 ± 1.5 X 10-5
	5.4 X 10-4 ± 2.7 X 10-5
	6.3 X 10-4 ± 2.1 X 10-5

	GCA 
	Ala
	2 & 3
	3.8 X 10-4 ± 1.2 X 10-5
	4.4 X 10-4 ± 1.7 X 10-5
	6.9 X 10-4 ± 2.2 X 10-5

	GCG
	Ala
	2 & 3
	5.0 X 10-4 ± 3.5 X 10-5
	5.7 X 10-4 ± 5.3 X 10-5
	6.0 X 10-4 ± 4.6 X 10-5

	GGU 
	Gly
	2
	1.9 X 10-4 ± 1.8 X 10-5
	2.0 X 10-4 ± 9.2 X 10-6
	4.4 X 10-4 ± 5.2 X 10-5

	GGC 
	Gly
	2
	2.6 X 10-4 ± 9.3 X 10-6
	2.3 X 10-4 ± 5.0 X 10-6
	1.6 X 10-3 ± 1.1 X 10-4

	GGA 
	Gly
	2 & 3
	2.1 X 10-4 ± 1.4 X 10-5
	2.1 X 10-4 ± 9.1 X 10-6
	4.3 X 10-4 ± 2.3 X 10-5

	GGG 
	Gly
	2 & 3
	2.6 X 10-4 ± 2.2 X 10-5
	1.8 X 10-4 ± 9.4 X 10-6
	2.5 X 10-4 ± 5.3 X 10-6

	GAA 
	Glu
	3
	3.4 X 10-4 ± 4.0 X 10-5
	5.3 X 10-4 ± 4.0 X 10-5
	7.1 X 10-4 ± 4.6 X 10-5

	GAG 
	Glu
	3
	4.4 X 10-4 ± 2.5 X 10-5
	4.5 X 10-4 ± 5.5 X 10-5
	5.2 X 10-4 ± 2.8 X 10-5
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