hPatla (1)
hPatlb (1)
mPatla (1)
mPatlb (1)
xPatla (1)
xPatlb (1)
Consensus (1)
hPatla (74)
hPatlb (112)
mPatla (71)
mPatlb (112)
xPatla (136)
xPatlb (99)

)

hPatla (133)
hPatlb (243)
mPatla (123)
mPatlb (243)
xPatla (249)
xPatlb (215)
Consensus (271)
hPatla (169)
hPatlb (375)
mPatla (162)
mPatlb (375)
xPatla (352)
xPatlb (333)
Consensus (406)
hPatla (295)
hPatlb (510)
mPatla (297)
mPatlb (510)
xPatla (475)
xPatlb (468)
Consensus (541)
hPatla (421)
hPatlb (644)
mPatla (423)
mPatlb (644)
xPatla (604)
xPatlb (602)
Consensus (676)
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HELIX X
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Supplementary Figure 2



