Suppl. Table 2. M and A values for significant miRNAs (FDR < 5%)

No normalization Invariants Scaling Quantile VSN VSN-Inv
mMiRNA M A M A M A M A M A M A
ebv-miR-BART13 -0.4557041 7.188065|-0.455402 7.128475]-0.345612 7.113455]-0.479251 7.026513]-0.5064205 7.0816346
ebv-miR-BART5 0.3081484 1.9525564
hcmv-miR-UL70-3p 0.900499 4.653682 0.873908 4.729356] 0.879949 4.652756] 0.864005 4.637915] 1.692939 3.618422] 1.5277216 3.8047498
hcmv-miR-UL70-5p 0.226456 3.515154
hsa-miR-103 0.30352 8.788672
hsa-miR-106a -0.2511071 8.857451 -0.2539232 8.8572704
hsa-miR-149 0.491308 5.423317] 0.4631276 5.491631] 0.470121 5.422916| 0.495184 5.452756] 0.672216 4.940616] 0.6362726 5.0253616
hsa-miR-154 0.4091997 2.5062077
hsa-miR-16 -0.5995621 9.224508|-0.595331 9.178257] -0.44364 9.171524]-0.577154 9.186208]-0.6112957 9.2340521
hsa-miR-17-5p -0.256848 8.6538867
hsa-miR-195 -0.2273094 4.426523|-0.231038 4.349028]-0.197798 4.340175]-0.540465 3.050422]-0.4194566 3.2935212
hsa-miR-200a* 0.438539 4.188097 0.419873 4.266114] 0.42061 4.187291] 0.433228 4.196891] 1.024945 2.653629] 0.8796306 2.9610052
hsa-miR-200b 0.6563801 6.593968 0.794641 6.348084] 0.7593999 6.4061098
hsa-miR-205 0.300687 12.3925] 0.2646756 12.438641
hsa-miR-20a -0.718914 9.126817 -0.7376331 9.1323735
hsa-miR-20b -0.7148837 7.36754 -0.623264  7.35182 -0.788613 7.2740109
hsa-miR-221 0.4110615 7.832861 0.536663 7.825799] 0.47162 7.731397]| 0.4372537 7.781888
hsa-miR-222 0.2811817 9.184953 0.33352 9.147758] 0.2982043 9.195472
hsa-miR-320 0.365888 8.409579 0.502286 8.375927] 0.420493 8.342707] 0.3856803 8.3916224
hsa-miR-342 0.415105 4.42652] 0.3898044 4.5313883
hsa-miR-34a 3.343067 6.139392| 3.2923872 6.200291] 3.312044 6.133229] 3.410778 6.169878] 4.390843 5.559354] 4.247407 5.6662677
hsa-miR-34b 0.706467 5.063414 1.0512205 4.4973288
hsa-miR-368 0.160162 4.050512] 0.411768 2.321626
hsa-miR-510 -0.484305 3.116249
hsa-miR-516-5p -0.2098041 4.469143 -0.485566 3.146791]-0.3847715 3.3771057
hsa-miR-518c* -0.529012 3.399062
hsa-miR-560 0.3678639 4.292613 0.7660541 3.0164016
hsa-miR-625 -0.2802298 4.551619|-0.283254 4.474969]-0.266386 4.482211]-0.619577 3.324674]-0.5141059 3.5320058
hsa-miR-630 1.027209 7.116899] 0.9859165 7.175193] 0.998109 7.116545] 0.976796 7.120345] 1.124283 7.007146] 1.0873093 7.0609877
hsa-miR-652 0.1484324 5.107108 0.243557 4.36761] 0.2269779 4.4756426
hsa-miR-765 -1.305255 7.984534] -1.3382331 8.039432]-1.337818 7.986222]-1.251527 7.947247) -1.38842 7.93971| -1.416721 7.9914137
hsa-miR-92 -0.3337888 10.0171 -0.3253935 10.046467
hsa-miR-99b 0.2302052 4.983679 0.391551 4.156682] 0.3677155 4.2756187
hsvl-miR-H1 0.3921941 5.587234] 0.394831 5.517257] 0.406785 5.520311] 0.564936 5.075417] 0.5301815 5.1589527

When a miRNA is not significant using a particular normalization method, M and A values are not listed




