tcagcatagtgcggtcaccgGATGAGcctagtaa
TCAGCATTatgacgagcgggatccgggctagtaa

tcagcatgtaggcgtctggtgggggggctagtaa
tcagcatATTCAGCCTAGttgggtggctagtaa

tcagcatgggccatcgtTGTGGAGAACCtagtaa
TCAGCATTGggctcaggccggccggtgctagtaa
tcagcatctcctcgtttagggggtaggctagtaa

tcagcatgtggggttccgatggggccgctagtaa

tcagcatggGGAGGAGTTCGTGCTGAgctagtaa
tcagcatgtcattaacggacacatggcctagtaa

tcagcataGAGACATCGagggactaggctagtaa
tcAGCATCACcgcggtgccacctccacctagtaa
tcagcATGAGAgactgttttagtacacctagtaa
TCAGCATTagggcgagtagtgataatgctagtaa
TCAGCATTtggcatgcagGATATGecggctagtaa
tcagcatagtgcctcggtcaaacggggctagtaa
tcagcatacgatcggcatgtcttgtcgctagtaa
tcagcatgggGACGAAgcaatatgggcctagtaa
TCAGCATTcgcAGACCATCAAAtgcggctagtaa
tcagcatagatttgCAGATCGGTTGGActagtaa
tcagcatgaggGAAGTAGAAATGGCGectagtaa
tcagcATCAAGcacAGTGACcgagaacctagtaa
tCAGCATCGatgtcCCGGAGGTtttgecctagta

tCAGCATCGCGGTTAGGAGGATGGAAActagtaa

tcagcatggcagcgggcgtacccggatctagtaa

tcagcATGGTCgcaggtcaggtgggttctagtaa
tcagcatcCAGAGGYCcGGAAACgttggctagtaa
tCAGCATCGtgcccacgtgtctcaggtctagtaa
tcagcatggcttggttcgcggtGACGACtagtaa
tCAGCATCGatgaccctcagacgtatactagtaa
tcagcatgacgtccagtacgctcgaggctagtaa
tCAGCATCGccgGACGACgtgtgttgctagtaa

tcagcatatgctccggaatcggaacggctagtaa
tcagcatgcggacccggAAAGGActaactagtaa
tcagcatgtgggttcggCGGAATCAagctagtaa
tcagcATGGAAGTACGggacgtgccggctagtaa
tCAGCATCGTCGcagggcaggtgggaactagtaa
tcagcatatcggacagggTCCAGCAGGctagtaa
tCAGCATCGTGAAACtgccCAGAGGtgctagtaa
TCAGCATTtcggacgggctagggatggctagtaa
tcagcatgtTGCGGAGACGAcccgagcectagtaa
tcagcatatcggccgatctgtgagttactagtaa
tcagcatctccagacgtcgtttgttgcctagtaa
TCAGCATTGACAGCGGAAGgtacagtgctagtaa
tcagcataacacggctgtgaGTGGTCCCtagtaa
tCAGCATCGacgtgtggggacggcAAGCTAgtaa
tcagcATCCAAtcGGATCAcctaacggctagtaa

tcagcATGAAAgTtgtAAAGACaggggctagtaa
tcagcatACATGAaCACAACGTCggggctagtaa
tcagcATGGCGELttcGAGGATcgggactagtaa
TCAGCATTGGAtgtcagcgacgggccactagtaa

TCAGCATTtACAACTgCACCACGGtcgctagtaa

tcagcataGACCAGTAGccgctgccggctagtaa
tCAGCATCGAGGAAtataaaggtgggactagtaa

tcagcataccagggtcgtccgtctgggctagtaa
tcagcatcttgagGTGAAGgtcatgtgctagtaa

TCAGCATTGTGCAGCTtgcgtcacgtcctagtaa
tcagcatgaaccttgcaggtcgcgcgactagtaa
TCAGCATTagtaaccgcgacagtaggcctagtaa
tCAGCATCGegtcgagtcgtagggggcctagtaa
tcagcatatgcAGACGAtggtgcggctctagtaa
tcagcatgagttgagcgatggtgcgtactagtaa
tcagcatagcgagcGGAAAAcaggtaactagtaa
tCAGCATCGAGCCACGGACCacacggactagtaa
tcagcatggccggacgcattgcagagctagtaa

TCAGCATTccgATCTGTGCACggacgctagtaa

tcagcATGGATcgtaagtgcAGACGActagtaa

tcagcATCAAAccgtcaaagtacgtcactagtaa
tcagcatcATGAAGccgtcaccaacgtctagtaa
tCAGCATCGcacactgcgtcccggggcctagtaa
tcagcatgaCGTCGCCCCCIGTgtAAGCTAgtaa
tCAGCATCGTGTCGegtcctegtgtgectagtaa
tcAGCATCACCAGCGGAGTccccagagctagtaa
tCAGCATCGcgtgcgtgcagtgccAAGCTAgtaa
tCAGCATCGATTCAGgtacgtccaactctagtaa
tcagcatgatcgtatccggaacacgggctagtaa

Figure. 4. RESCUE-ESEs and PESEs in sequences found by SR protein responsive functional SELEX (Liu et al. 2000; Liu et al. 1998).
The ~34-mers shown include a central 20 nt derived from a random insert, plus constant flanks of 7 nt each; the 20-mers represent the
sequences underlying ESEfinder (Cartegni et al. 2003), kindly provided by Adrian Krainer. RESCUE-ESEs are in bold blue, PESEs are in
bold red, overlaps between the two are in violet italics and the top ESEfinder sequences (largest increment over the default threshold) are
underlined (thin = ASF/SF2, thick = SC35, dotted = SRp40, and dashed = SRp55). Turn off spell check for better viewing in Microsoft

Word.



