RNA

A PUBLICATION OF THE RNA SOCIETY

G8)
VOL.32,NO. 4 APRIL 2026
&

CONTENTS

Introduction

System-level measurement, modeling, and manipulation of RNA
Mihaela Zavolan and Gene W. Yeo

Perspectives

Probing the epitranscriptome and RNA damage with nanopore direct RNA sequencing
Aaron M. Fleming and Cynthia J. Burrows

Deep learning for RNA secondary structure determination: gauging generalizability
and broadening the scope of traditional methods
Marcell Szikszai, Ting-Yuan Wang, Ryan Krueger, David H. Mathews, Max Ward, and Sharon Aviran

Machine learning for RNA secondary structure prediction: a review of current methods
and challenges
Giuseppe Sacco, Giovanni Bussi, and Guido Sanguinetti

Progress and challenges in profiling protein-RNA and protein-associated RNA-RNA interactions
Zhuoyi Song and Eric L. Van Nostrand

miRNA regulation in brain tissue space: the 3'UTR perspective

Denise Aigner, Florian Bartsch, Poojashree Bhaskar, Lisa Emmenegger, Nikos Karaiskos, Nikolaus Rajewsky,
and Agnieszka Rybak-Wolf

Modulating the cleavage and polyadenylation site: from research tools to therapeutic
opportunities
Fengyi Ma and Bin Tian

Representation learning of single-cell RNA-seq data
Constantin Ahlmann-Eltze, Florian Barkmann, Jan Lause, Valentina Boeva, and Dmitry Kobak

409°A

412°A

428°4

443°A

457°A

472CA

489°A

504°A

(continued)

Cover lllustration: Al-enabled representation depicting a hypothetical structured RNA that is subjected to primary
sequence and secondary structure analysis by computational methods such as neural networks and other machine

learning approaches.
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