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Level up and lock 1n.

In my lab, accuracy is everything. The stakes are high, and high stakes require high standards. That’s
why | depend on TipOne®. Molded with tolerances tighter than those used in aerospace, produced
through a high-precision injection process, and subject to rigorous quality control, TipOne® tips provide
trusted precision. | have zero room for error. I'm built for unstoppable science. Superior performance
starts with your tools.

Learn more about TipOne® pipette tips at www.usascientific.com/unstoppable




B o CELLECTA

Complex Projects for Target & Biomarker Discovery.
Simplified.

CELLECTA

YOUR INPUT YOUR BRIDGE TC DISCOVERS

Cs!lll or,Ar:imal Nllodels * CRISPR / RNAI Libraries & Genetic Screens
RSP amples * DriverMap™ Targeted RNA-Seq Expression

) * DriverMap™ Adaptive Immune Receptor Profiling
= TRAN * CloneTracker™ Barcode Libraries

YOUR RESULTS

Functionally Important Genes
&Biomarkers

Real expertise delivering superpowered results. Visit cellecta.com today.

Who we are

Cellecta Inc., a trusted provider of genomic products and services for drug target and biomarker discovery, has successfully
collaborated with the world's leading pharma, biotech, government, and academic institutions since 2006. Our recognized
expertise in viral vector production, functional screening, cell engineering, cell barcoding, and multiplex RT-PCR has
enabled researchers to obtain accurate, reproducible results to find the genes that matter.

% CELLECTA
We can power your discovery.

www.cellecta.com info@cellecta.com +1 877-938-3910 or +1 650-938-3910 @202y el e, SOLogus Ave,
Mountain View, CA 94043 USA
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Non-coding RNA and
Epitranscriptomic Solutions

| GlycoRNA Arrays NEW!

Cover Y-RNA/Y-RNA fragment, tRNA, tiRNA&ERF, pre-miRNA, miRNA & more

| Downstream-of-Gene Transcript (DoG RNA) Arrays NEW!
Profile DoG RNAs and all their target RNA types simultaneously

| R-loop Profiling NEW!
Profile the INcRNA/mRNA/circRNA organized R-loops in gene regulation by DRIPc-seq
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| Circular RNA Arrays

Accurately profile circular RNAs by highly specific circular junction probe design

| LncRNA Arrays

Overcome the limitations of RNA-seq for INcRNAs often at low abundance

| Small RNA Arrays

Accurately profile miRNA, pre-miRNA, tRNA, tsRNA, and snoRNA simultaneously
| Epitranscriptomic Arrays

Quantify the percentage of m6A modifications at the transcript specific level

| m6A Single Nucleotide Arrays

Locate and quantify the exact m6A site at single nucleotide resolution 3

| Small RNA Modification Arrays NEW! E.-

Quantify 08G/m7G/m6A/¥/m5C in miRNAS, pre-miRNAS & tsRNAs Get Your Free eBook
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MOLECULES, CELLS, SYSTEMS, AND BEHAVIOR

oy

.

About the journal

Molecules, Cells, Systems, and Behavior

Learning & Memory publishes high-quality original research and reviews on the neural,
molecular, and behavioral mechanisms that underlie learning and memory. The journal brings
together interdisciplinary approaches from gene expression and synaptic plasticity to systems-
level and behavioral neuroscience, using human, animal and computational models—to
advance understanding of how experience shapes the brain.

Areas of research include:
* Stress, emotion, and memory
* Sleep and memory consolidation

* Learning, extinction, and memory
maintenance

* Hippocampal mechanisms of contextual and
episodic memory

Why publish in Learning & Memory?

* Top-quartile (Q1) cognitive neuroscience
journal with a long-standing record of
influential research*

e Highly cited with a strong H-index (145+),
reflecting lasting impact across the field

e Trusted venue for leaders in the field
e Author-focused, expert-led peer-review

* Rapid initial editorial decisions and efficient
review process

* Reward learning and decision-making

* Developmental and aging-related processes
affecting cognition

* Neural basis of cognitive disorders

* Broad interdisciplinary scope, spanning
molecular, cellular, systems, and
behavioral studies

* Published by Cold Spring Harbor Laboratory
Press, a nonprofit publisher dedicated to
scientific rigor

* Low publication costs with advance online
publication and Open Access options

*Source: Research.com journal rankings

www.learnmem.org



scope

Genes & Development is a leading, not-for-profit, scientific journal, publishing
high-quality research that spans broad interests and constitutes significant bio-
logical advances in the areas of molecular biology, molecular genetics, cancer
biology, aging, developmental biology, neuroscience, microbiology, and related
fields. Genes & Development publishes full-length Research Papers, short
Research Communications, novel Resources and Methodologies, comprehensive
Reviews, and thought-provoking Outlook articles and Perspectives.

Quality and Impact

® One of the Top Ten Research Journals in the field of Molecular Biology and Genetics. Ranked #2 among
Developmental Biology research journals, #10 in Genetics and Heredity, and among the Top 35 in
Cell Biology (ISl Journal Citation Reports®, 2024).

® A dedicated, in-house editorial team streamlines each step of the publishing experience, providing fast
turnarounds for decisions and peer review.

® Articles published in G&D receive 64% more citations compared to other journals, and are recognized
as five times more influential than the average in the field (as measured by Clarivate’s Journal Citation
Indicator Score and Article Influence Score, 2024).

® Globally renowned scientists with field-specific insight provide rigorous and expert peer review to ensure
our published articles receive maximum scientific support and impact.

® Submissions considered with external review reports obtained from other journals or Review Commons.

General areas of interest include

* Molecular Biology * Chromatin and Epigenetics ¢ Developmental Biology
* Cancer and Disease Models ¢ Cell Biology e Genomics

e Stem Cells * Neurobiology * Bacteriology

* Metabolism e Structural Biology e Virology

* Aging * Plant Biology * Molecular Physiology

or email genesdev@cshl.edu to inquire about submitting your

Visit www.genesdev.org for more information about the journal, E{EE
i
new research to Genes & Development. [<]E:




MY LIFE, MY SCIENCE

Pursuing a Cure for Huntington's Disease

| B

By Nancy Sabin Wexler, in collaboration with Mark Hampton and Alice R. Wexler

hen Nancy Wexler was 23, her father revealed that the mysterious illness inexorably

diminishing her mother had a name: Huntington’s Disease, a fatal, hereditary,
neurodegenerative disorder. Newly aware she had a 50-50 chance of developing the
same condition, Wexler could have retreated. Instead, she immersed herself in what
has become a lifetime’s pursuit of the causes of the disease and a cure. She pioneered
groundbreaking fieldwork that enabled the identification of the responsible gene. She
took charge of what is now the Huntington’s Disease Foundation and made it a force
to be reckoned with. And when the human genome became a focus of scientific study,
she was an eloquent voice for patients in disease gene research and insistent advocate
for ethical use of genome sequence information.

Now living with Huntington’s disease, Nancy Wexler has drawn on decades of diaries, research notes, and
vivid memories to tell the powerful story of her remarkable life with warmth, wit, and unsparing honesty.
She takes us from a privileged but shadowed California childhood to the shores of Venezuela’s Lake
Maracaibo, where she and colleagues collaborated with community members to create a massive
pedigree of families with Huntington’s and collect precious blood samples and clinical information.

She introduces us to the innovative consortium of research laboratories where those samples
revealed the malevolent gene, leads us into the halls of Congress where she pressed legislators for
resources, and invites us into boardrooms where philanthropists were persuaded into action. In

this book, Wexler tells a unique story about the intertwining of personal stakes and professional
passions, a testament to her courage, persistence, and belief that science can change destinies—one life,

one family, one gene at a time.

2026, 177 pages, illustrated (38 color and 20 B&W)

Paperback ISBN 978-1-621825-45-6

Contents

Preface 7. Gene Hunters

Prologue 8. “The Crown Jewel”

1. Family Secrets 9. Maps, Mice, and Modifiers
2. Implosion Therapy 10. Living with Huntington’s
3. The Youngest Commissioner Epilogue

4. Learning From Laguneta Acknowledgments

5. The Oracle of DNA Notes and References

6. Will the Circle Be Unbroken?

www.cshlpress.org




NOGENM

The RNRA Experts

End-to-end Solution
for Your RNA-Seq

Lexogen’s library preps powered by

wwuw.lexogen.com

complimentary data analysis on Kangooroo;

Kangooroo: Analyze your RNA-Seq data in just a few clicks!

Lexogen's RNA-Seq library prep kits come with a voucher code for complimentary data analysis on Kangooroo, our interactive

web-based platform for RNA-Seq data analysis. Enjoy our user-friendly complete workflow for RNA-Seq experiments.

Get online and analyze your RNA-Seq data conveniently and quickly on Kangooroo!

Create a Select
project parameters

Upload your
fastq.gz files

Kangooroo - data analysis that you enjoy

v" User-friendly - An intuitive data analysis experience.
No bioinformatics or coding skills needed.

v" Fast and convenient - Get your data analyzed in just a few
clicks within hours - not days or months.

v Interactive - Drill down into your data with interactive
visualizations and investigate your data like an expert.

v Accessible anytime, anywhere - Kangooroo is a cloud-based
web application. Just go online and start analyzing.

v Proprietary data analysis pipelines - Data analyses pipelines
developed specifically for Lexogen products and maintained
by our bioinformatics team.

v" Secure and reliable - Your data is safe with us.
We operate under GDPR and follow 1SO27001 principles.

Download
your results

Visualize
your results

Run the
analysis

Data analysis on Kangooroo is included in our top sellers:

3’mRNA-Seq

+ QuantSeq FWD

- QuantSeq FWD UMIs
- QuantSeq REV

- QuantSeq FFPE

Single-Cell 3’ mRNA-Seq
- LUTHORHD

Whole Transcriptome Analysis
- CORALL
- CORALL FFPE

Each analysis pipeline includes Differential Gene Expression
analysis with DESeq2.

For more information
about Kangooroo NGS
Data Analysis Platform,
please visit our website.

Bioinformatics NGS
Services available!

Leave the analysis to the RNA experts.
Discover our extensive offering of stand-
ard bioinformatics analysis services as well
as fully customized solutions specifically
tailored to your project.
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