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Fig. 2. Unmethylated (ACA) sites, but not methylated
(mBACA) sites, are cleaved by RNase MazF. The MazF
treated and corresponding untreated sites are
compared in two-color channels of the m6A Single
Nucleotide Array to accurately quantify the m6A
modification percentage, and abundance level at
precise single nucleotide resolution.

Fig. 1. m6A modified RNAs are immunoprecipitated
and compared with the input RNAs in two-color
channels of the Epitranscritomic Array to accurately
measure the modification percentage and abun-
dance level for each transcript. The percentage of
modification of “transcript a” RNA determines its
different cell fates, e.g. for protein translation or
RNA decay.

m6A Single Nucleotide Array

e A new orthogonal methodology for m6A detection

Epitranscriptomic Array
e Quantifying the percentage of modification for

each transcript e Single-Nucleotide resolution for m6A site location
e Coverage of mRNASs, IncRNAs, circRNAs and more e Quantifying the percentage of m6A site modification
* RNA modifications at transcript-specific level e Reliable m6A site collection and systematic annotations

e Low sample amount, starting from 1 ug total RNA e Low sample amount, starting from 1 ug total RNA

=

N more: www.arraystar.com
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Proven to block >99% of aerosol contaminants*

Eliminate harmful aerosol transfers between samples with TipOne® TipOne® Filter Tips:

filter tips. Pipetting generates aerosols that can be transferred from e Filters block >99% of aerosols*

one sample to another. The right filter tips can prevent contamina- * No additives that could interfere with samples

tion of sensitive experiments and loss of time and/or are samples. »  Secure tip fit with low application force

Our ultra high density filters are proven to block >99% of aerosol e Convenient hinged racks

contaminants. *  Empty racks can be refilled with other TipOne tips
e Fully traceable lot numbers on each rack

With TipOne, your results will not be compromised by potentially e TipOne is manufactured in the USA

bioactive ingredients. C' S A
g |

*Qriginal TipOne with ultra high density filters. Additional information and product sizes available at www.usascientific.com. SCIENTIFIC®
Sterilized and certified free of detectable RNase, DNase, DNA, and pyrogens. A
usascientific.com
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INSPIRED CELL SOLUTIONS

Meet your custom RNA requirements with our nearly limitless
synthetic options.

If your NMR, crystallography, or RNA binding study requires a non-standard chemical modification

or a commercially unavailable modified nucleobase, we can help. For more than 20 years our chemists
have utilized Dharmacon™ proprietary 2" ACE chemistry to synthesize RNA with superior yield and
quality giving you the flexibility you need.

Better RNA yields give you more for your money.
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The yield for RNA oligos of three different lengths was compared for all available synthesis scales between Dharmacon and a competitor.

dharmacon.horizondiscovery.com/custom




HuSH-29"

ShRNA Expression
Plasmids

* Up to 100 times more efficient than 21mer
* Reduced off-target effects

* Purified plasmid at no extra cost

* Four sequence verified constructs per gene
* Performance guaranteed

LET US IMPROVE YOUR SCORE

HuSH-29 Validation

100%

pRS shLucl shLuc2 shLuc3 shLuc4

@ ORIGENE

Your Gene Company

A reporter construct expressing luciferase was co-transfected into
HEK293 cells with 4 HuSH-29 luciferase constructs or empty pRS 1-888-267-4436 * oriqene.com
vector control. Forty-eight hours post-transfection, the cells were

examined for gene expression knockdown.




(@=] Any Organism.
WS One rRNA Depletion Solution.
Zymo-Seq RiboFree” Total RNA Library Kit

The Beauty of Science is to Make Things Simple*

Maximize Your Sequencing Efficiency
>90% rRNA Depletion Across Organisms
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The Zymo-Seq RiboFree® Kit Produces Dense Coverage of Protein Coding Genes. Classification of the STAR-aligned
reads was based on Ensembl annotations and RepeatMasker rRNA tracks from UCSC genome browser when applicable.

Learn More about the fastest total RNA-Seq library prep kit at

www.zymoresearch.com/pages/total-rna-seq-library-prep

www.zymoresearch.com | info@zymoresearch.com | Toll Free: (888) 882-9682




through relies on long hours, hard work, and dedication. That inspires us to
‘highest quality reagents and products to help advance life science research

~and be a catalyst for the next great discovery”

For nearly two decades, Cell Sciences * Native and recombinant proteins

. . Ch ki d cytoki
has been a worldwide provider of the * SARIERTIES S =
¢ Cytokine receptors

highest quality antibodies, proteins and * Kinases

immunoassay kits available for use in * Phosphatases
¢ ELISA and ELISPOT kits

* Monoclonal and polyclonal antibodies
range of products for research in human, « Matched antibody pairs for ELISA and

ELISPOT assays

life science research. We offer a wide

non-human primate, and small and large

animal models.

Email: info@cellsciences.com Email: tech@cellsciences.com

(@ ce I I Sci e n ces Online: www.cellsciences.com Fax: 978-992-0298
Z

CATALYST FOR DISCOVERY
Telephone: 888-769-1246 All orders ship via
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MIRXES

TO KNOW IS TO ACT

Accelerate Your
Biomarker Discovery

MIRXES provides comprehensive miRNA profiling services in our dedicated
high-throughput biomarker discovery laboratory. Our tested and proven
workflow has generated high impact papers and one of the world’s earliest
mMiRNA IVD assays for early gastric cancer detection. Extensive pre-analytics
and quality control measures ensure data quality and reliability. We adhere to
standardized methodologies published in our national standard for the design,
development and validation of miRNA-based diagnostics'.

Clinically Translatable

Speed to Delivery 4 and Publishable Insights
Sample to Insights in 4 weeks* vV — . . .
) == Discoveries made with our platform
*ID3EAL PanoramiR Profiling Service @ e have been published in high impact
literature

Reliable and . .
Reproducible Findings Comprehensive Services

End to end services from sample
isolation to bioinformatics, from
discovery to validation

Biomarker discovery workflow
tested and proven to generate highly
reliable and reproducible findings

1. SS 656:2020 Singapore Standard, Design, Development and Validation of miRNA-based diagnostics. Enterprise Singapore.

Learn more

To speak to our profiling experts,
Contact us at sales.usa@mirxes.com

To find out more about MIRXES,
Visit www.mirxes.com




DECODING | INTEGRATING  TRANSFORMING
CANCER COMPLEXITY ! SCI

American Association
for Cancer Research’

ANNUAL
T e

American Association
for Cancer Research’

APRIL 8-13

We look forward to welcoming you back in-person We are taking great care in preparing this safe
to the world’s most important and comprehensive and robust AACR Annual Meeting 2022 to inspire
meeting dedicated to the research, prevention, and innovation and collaboration from researchers
treatment of cancer. Join us in New Orleans in April from around the world. This is an event not to

as we also kick off the 115th Anniversary of the AACR. be missed!

Become a Member!
Join the AACR and receive a discount on registration.

AACR.org > #AACR22 ABIM
Continuing Medical Education Activity -
nonEonoc Gy Coriruno vedcn ucaion rctty

AACR.org/AACR2022
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Leave no variant, gene,
or mutation unstudied,
ever again.

Industrialized CRISPR Cells Enable
Applied Genome Engineering.
Eclipse™ is a groundbreaking
CRISPR-editing platform that delivers
the new gold standard in cell models
to meet any experimental size.

SYNTHEGO

Learn more today at: _
Synthego.com/CSHL-Eclipse
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