S Any Organism.
A DD One rRNA Depletion Solution.
Zymo-Seq RiboFree® Total RNA Library Kit

The Beauty of Science is to Make Things Simple*

Maximize Your Sequencing Efficiency
>90% rRNA Depletion Across Organisms
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The Zymo-Seq RiboFree® Kit Produces Dense Coverage of Protein Coding Genes. Classification of the STAR-aligned
reads was based on Ensembl annotations and RepeatMasker rRNA tracks from UCSC genome browser when applicable.

Learn More about the fastest total RNA-Seq library prep kit at

www.zymoresearch.com/pages/total-rna-seq-library-prep

www.zymoresearch.com | info@zymoresearch.com | Toll Free: (888) 882-9682
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Gloves glide on
faster and easier

Layerlk) RapidDon

v" Gloves glide on for an enhanced fit
v" Excellent grip in wet conditions
v" All sizes in stock and ready to ship!

New Layer4 RapidDon gloves meet the demanding
needs of daily lab work. Layer4 RapidDon gloves go on
damp hands with ease and have an excellent grip under
wet conditions.
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. GO BEYOND RNA ’

ARRAYSTAR INC

Arraystar Small RNA Modification Arrays

Quantifying Modifications in Small RNAs with High Sensitivity & Accuracy
-08G/M7G/mOA/¥/m5C in miRNAs, pre-miRNAs & tsRNAs

Why Study Small RNA Modifications?

Small RNA modifications modulate the activities of small
RNAs in diverse biological processes and play pivotal roles
in pathological conditions. They can:

@ Influence miRNA targeting

® |nhibit protein translation

Challenges to Quantify Small RNA

Modifications Accurately

During small RNA MeRIP-sequencing library construction, the
cDNA synthesis step is blocked by RNA modifications. It severely
reduces the sequencing coverage and quantification accuracy.

@ Serve as biomarkers
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Oxidative modification of miR-184 enables it to
target Bcl-xL and Bcl-w, based on Wang, J. X, et al.
(2015) Mol Cell [PMID: 26028536]
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Non-Sequencing Based Solution: Small RNA
Modification Arrays

® Gold standard for accurate quantification of modified small

RNAs.

® One step direct labeling that eliminates the problems of RNA
modifications blocking cDNA synthesis during RNA-seq

library prep.
@ No PCR to distort native RNA levels.

® Low sample amount requirements.

® Array coverage of multiple small RNA classes, including

mMiRNAs, pre-miRNAs, and tsRNAs.

® www.arraystar.com




HuSH-29"

ShRNA Expression
Plasmids

* Up to 100 times more efficient than 21mer
* Reduced off-target effects

* Purified plasmid at no extra cost

* Four sequence verified constructs per gene
* Performance guaranteed

LET US IMPROVE YOUR SCORE

HuSH-29 Validation

100%

pRS shLucl shLuc2 shLuc3 shLuc4

@ ORIGENE

Your Gene Company

A reporter construct expressing luciferase was co-transfected into
HEK293 cells with 4 HuSH-29 luciferase constructs or empty pRS 1-888-267-4436 * oriqene.com
vector control. Forty-eight hours post-transfection, the cells were

examined for gene expression knockdown.




DECODING | INTEGRATING  TRANSFORMING
CANCER COMPLEXITY ! SCI

American Association
for Cancer Research’

ANNUAL
T e

American Association
for Cancer Research’

APRIL 8-13

We look forward to welcoming you back in-person We are taking great care in preparing this safe
to the world’s most important and comprehensive and robust AACR Annual Meeting 2022 to inspire
meeting dedicated to the research, prevention, and innovation and collaboration from researchers
treatment of cancer. Join us in New Orleans in April from around the world. This is an event not to

as we also kick off the 115th Anniversary of the AACR. be missed!

Become a Member!
Join the AACR and receive a discount on registration.

AACR.org > #AACR22 ABIM
Continuing Medical Education Activity -
nonEonoc Gy Coriruno vedcn ucaion rctty

AACR.org/AACR2022
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horizon

INSPIRED CELL SOLUTIONS

Meet your custom RNA requirements with our nearly limitless
synthetic options.

If your NMR, crystallography, or RNA binding study requires a non-standard chemical modification

or a commercially unavailable modified nucleobase, we can help. For more than 20 years our chemists
have utilized Dharmacon™ proprietary 2" ACE chemistry to synthesize RNA with superior yield and
quality giving you the flexibility you need.

Better RNA yields give you more for your money.

RNA YIE|d (HPLC—prIfIEd) Synthesis scale W 0.25pmol M1pumol M5umol M 10 umol
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The yield for RNA oligos of three different lengths was compared for all available synthesis scales between Dharmacon and a competitor.

dharmacon.horizondiscovery.com/custom
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