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Cover Illustration: CAG repeats recognized by cyclic mismatch binding ligand (PDB id: 6QIV; Mukherjee S, Blaszczyk
L, Rypniewski W, Falschlunger C, Micura R, Murata A, Dohno C, Nakatan K, Kiliszek A. 2019. Structural insights into
synthetic ligands targeting A–A pairs in disease-related CAG RNA repeats. Nucleic Acids Res 47:10906). A large
number of hereditary neurodegenerative human diseases are associated with abnormal expansion of repeated se-
quences. RNA containing CAG repeats can be recognized by synthetic cyclic mismatch-binding ligands such as the
structure shown. RNA backbone is displayed as a red ribbon; block bases use NDB colors: A—red, C—yellow, G—

green. Cyclic CMBL4 ligands are shown as spheres. Cover image provided by the Nucleic Acid Database
(ndbserver.rutgers.edu). Image generated using DSSR and PyMOL (Lu XJ. 2020. Nucleic Acids Res 48: e74).
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