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Cover lllustration: M. tuberculosis ileS T-box riboswitch in complex with tRNA (PDB id: 6UFG; Battaglia RA, Grigg JC,
Ke A. 2019. Structural basis for tRNA decoding and aminoacylation sensing by T-box riboregulators. Nat Struct Mol
Biol 26: 1106). T-box riboregulators are a class of cis-regulatory RNAs that govern the bacterial response to amino
acid starvation by binding, decoding, and reading the aminoacylation status of specific transfer RNAs. RNA back-
bones of the tRNA and ileS T-box are displayed as yellow and red ribbons, respectively; block bases use NDB colors:
A—red, C—yellow, G—green, U—cyan. Cover image provided by the Nucleic Acid Database (ndbserver.rutgers.

edu). Image generated using DSSR and PyMOL (Lu XJ. 2020. Nucleic Acids Res 48: e74).
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