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Fig. 2. Unmethylated (ACA) sites, but not methylated
(mBACA) sites, are cleaved by RNase MazF. The MazF
treated and corresponding untreated sites are
compared in two-color channels of the m6A Single
Nucleotide Array to accurately quantify the m6A
modification percentage, and abundance level at
precise single nucleotide resolution.

Fig. 1. m6A modified RNAs are immunoprecipitated
and compared with the input RNAs in two-color
channels of the Epitranscritomic Array to accurately
measure the modification percentage and abun-
dance level for each transcript. The percentage of
modification of “transcript a” RNA determines its
different cell fates, e.g. for protein translation or
RNA decay.

m6A Single Nucleotide Array

e A new orthogonal methodology for m6A detection

Epitranscriptomic Array
e Quantifying the percentage of modification for

each transcript e Single-Nucleotide resolution for m6A site location
e Coverage of mRNASs, IncRNAs, circRNAs and more e Quantifying the percentage of m6A site modification
* RNA modifications at transcript-specific level e Reliable m6A site collection and systematic annotations

e Low sample amount, starting from 1 ug total RNA e Low sample amount, starting from 1 ug total RNA
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N more: www.arraystar.com
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INn a single library.

Introducing the new SEQuoia Complete
Stranded RNA Library Prep Kit for NGS.

It’s new. It’s different. And it’s only from Bio-Rad.

The SEQuoia Complete Stranded RNA Library Prep kit gives you a truly holistic
view of the transcriptome, capturing all types of RNAs (long, short, and everything
in between) from all types of samples in less than 4 hours. With unparalleled Blo
uniformity of coverage, strandedness, and efficiency, what you will discover
will definitely surprise you.

Are you ready for a new approach to transcriptomics?
Get the details at bio-rad.com/SEQuoiaCompleteRNA

#ScienceForward
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SYgRNA® CRISPR Synthetic Guides

How far your research goes depends on how far your
partners can help you take it. That's why we guarantee
every SygRNA® guide to perform. And when paired
with industry’s leading Cas9 protein offering, you

have the power to edit with complete confidence.

The perfect sgRNA:

e Predesigned or custom, every guide
guaranteed to edit

e HPLC purified for superior editing efficiency
e Unbeatable introductory price

Discover more at
SigmaAldrich.com/CRISPR

© 2020 Merck KGaA, Darmstadt, Germany and/or its
affiliates. All Rights Reserved. MilliporeSigma, the
vibrant M, and Sigma-Aldrich are trademarks of Merck
KGaA, Darmstadt, Germany or its affiliates. All other
trademarks are the property of their respective owners.
Detailed information on trademarks is available via
publicly accessible resources.
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We look forward to
seeing you in 2021!
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Register now for the world’s most comprehensive
annual meeting dedicated to the research,
prevention, detection, and treatment of cancer.

*Become a Member!
Join the AACR and receive a discount on registration.
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Ethnic Minorities and Other Underserved Populations

Achieving the Bold Vision of Health Equity
for Racial and Ethnic Minorities and Other s
Underserved Populations
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The American Association for Cancer Research is
proud to announce the release of the inaugural
AACR Cancer Disparities Progress Report 2020.

This report highlights the current disparities in the burden of cancer within the United States and the
research that aims to mitigate these challenges. Some of the recent advances you will learn about include:

Decline in Disparity for Overall The National Cancer Institute recently

Cancer Death Rate between revised its eligibility criteria for cancer
African Americans and Whites

clinical trials to expand access for
previously excluded patients.

Get your FREE copy of the full report by visiting

(CancerDisparitiesProgressReport.org O\>

so that you can learn about the many ways in which
research is transforming lives.

AACR.org AAC American Association
#CancerDisparitiesReport for Cancer Research’

FINDING CURES TOGETHER®

1909017H



Highest RNA Concentration
Eliminates Infection Risk

Removes PCR Inhibitors
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The Zymo Environ™ Water RNA Kit simplifies COVID-19 wastewater o
surveillance by increasing viral enrichment, inactivating pathogens, and
improving limits of detection. The workflow yields highly concentrated,

PCR inhibitor-free RNA ready for downstream applications including
RT-gPCR, RT-ddPCR, and NGS.

Simplify Your COVID-19 Wastewater Surveillance Today!

Visit www.zymoresearch.com/pages/zymo-environ-water-rna-kit
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ZYMO RESEARCH @ www.zymoresearch.com ‘ info@zymoresearch.com ‘ G Toll Free: (888) 882-9682
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INSPIRED CELL SOLUTIONS

Meet your custom RNA requirements with our nearly limitless
synthetic options.

If your NMR, crystallography, or RNA binding study requires a non-standard chemical modification

or a commercially unavailable modified nucleobase, we can help. For more than 20 years our chemists
have utilized Dharmacon™ proprietary 2" ACE chemistry to synthesize RNA with superior yield and
quality giving you the flexibility you need.

Better RNA yields give you more for your money.
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The yield for RNA oligos of three different lengths was compared for all available synthesis scales between Dharmacon and a competitor.

dharmacon.horizondiscovery.com/custom
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